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This is a PDB-Dev IM Structure Validation Report for a publicly released PDB-Dev entry.

We welcome your comments at pdb-dev@mail.wwpdb.org

A user guide is available at https://pdb-dev.wwpdb.org/validation_help.html with specific help available everywhere
you see the  symbol.

List of references used to build this report is available here.

?

Overall quality 
This validation report contains model quality assessments for all structures, data quality assessment for SAS
datasets and fit to model assessments for SAS datasets. Data quality and fit to model assessments for other datasets
and model uncertainty are under development. Number of plots is limited to 256.

Model Quality: MolProbity Analysis

?
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Ensemble information 
This entry consists of 0 distinct ensemble(s).

?

Summary 
This entry consists of 1 unique models, with 392 subunits in each model. A total of 6 datasets or restraints were used
to build this entry. Each model is represented by 664 rigid bodies and 0 flexible or non-rigid units.

?

Entry composition
There is 1 unique type of models in this entry. This model is titled None/None.

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues

1 1 1 Nup107 L L 813

1 2 1 Nup107 L1 L1 813

1 3 1 Nup107 L2 L2 813

1 4 1 Nup107 L3 L3 813

1 5 1 Nup107 L4 L4 813

1 6 1 Nup107 L5 L5 813

1 7 1 Nup107 L6 L6 813

1 8 1 Nup107 L7 L7 813

1 9 1 Nup107 L8 L8 813

1 10 1 Nup107 L9 L9 813

1 11 1 Nup107 L10 L10 813

?
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1 12 1 Nup107 L11 L11 813

1 13 1 Nup107 L12 L12 813

1 14 1 Nup107 L13 L13 813

1 15 1 Nup107 L14 L14 813

1 16 1 Nup107 L15 L15 813

1 17 2 Nup85 P P 675

1 18 2 Nup85 P1 P1 675

1 19 2 Nup85 P2 P2 675

1 20 2 Nup85 P3 P3 675

1 21 2 Nup85 P4 P4 675

1 22 2 Nup85 P5 P5 675

1 23 2 Nup85 P6 P6 675

1 24 2 Nup85 P7 P7 675

1 25 2 Nup85 P8 P8 675

1 26 2 Nup85 P9 P9 675

1 27 2 Nup85 P10 P10 675

1 28 2 Nup85 P11 P11 675

1 29 2 Nup85 P12 P12 675

1 30 2 Nup85 P13 P13 675

1 31 2 Nup85 P14 P14 675

1 32 2 Nup85 P15 P15 675

1 33 2 Nup85 P16 P16 675

1 34 2 Nup85 P17 P17 675

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 35 2 Nup85 P18 P18 675

1 36 2 Nup85 P19 P19 675

1 37 2 Nup85 P20 P20 675

1 38 2 Nup85 P21 P21 675

1 39 2 Nup85 P22 P22 675

1 40 2 Nup85 P23 P23 675

1 41 3 Nup120 R R 1136

1 42 3 Nup120 R1 R1 1136

1 43 3 Nup120 R2 R2 1136

1 44 3 Nup120 R3 R3 1136

1 45 3 Nup120 R4 R4 1136

1 46 3 Nup120 R5 R5 1136

1 47 3 Nup120 R6 R6 1136

1 48 3 Nup120 R7 R7 1136

1 49 3 Nup120 R8 R8 1136

1 50 3 Nup120 R9 R9 1136

1 51 3 Nup120 R10 R10 1136

1 52 3 Nup120 R11 R11 1136

1 53 3 Nup120 R12 R12 1136

1 54 3 Nup120 R13 R13 1136

1 55 3 Nup120 R14 R14 1136

1 56 3 Nup120 R15 R15 1136

1 57 3 Nup120 R16 R16 1136

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 58 3 Nup120 R17 R17 1136

1 59 3 Nup120 R18 R18 1136

1 60 3 Nup120 R19 R19 1136

1 61 3 Nup120 R20 R20 1136

1 62 3 Nup120 R21 R21 1136

1 63 3 Nup120 R22 R22 1136

1 64 3 Nup120 R23 R23 1136

1 65 4 Nup37 S S 391

1 66 4 Nup37 S1 S1 391

1 67 4 Nup37 S2 S2 391

1 68 4 Nup37 S3 S3 391

1 69 4 Nup37 S4 S4 391

1 70 4 Nup37 S5 S5 391

1 71 4 Nup37 S6 S6 391

1 72 4 Nup37 S7 S7 391

1 73 4 Nup37 S8 S8 391

1 74 4 Nup37 S9 S9 391

1 75 4 Nup37 S10 S10 391

1 76 4 Nup37 S11 S11 391

1 77 4 Nup37 S12 S12 391

1 78 4 Nup37 S13 S13 391

1 79 4 Nup37 S14 S14 391

1 80 4 Nup37 S15 S15 391

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 81 4 Nup37 S16 S16 391

1 82 4 Nup37 S17 S17 391

1 83 4 Nup37 S18 S18 391

1 84 4 Nup37 S19 S19 391

1 85 4 Nup37 S20 S20 391

1 86 4 Nup37 S21 S21 391

1 87 4 Nup37 S22 S22 391

1 88 4 Nup37 S23 S23 391

1 89 5 Nup132 Q Q 1162

1 90 5 Nup132 Q1 Q1 1162

1 91 5 Nup132 Q2 Q2 1162

1 92 5 Nup132 Q3 Q3 1162

1 93 5 Nup132 Q4 Q4 1162

1 94 5 Nup132 Q5 Q5 1162

1 95 5 Nup132 Q6 Q6 1162

1 96 5 Nup132 Q7 Q7 1162

1 97 5 Nup132 Q8 Q8 1162

1 98 5 Nup132 Q9 Q9 1162

1 99 5 Nup132 Q10 Q10 1162

1 100 5 Nup132 Q11 Q11 1162

1 101 5 Nup132 Q12 Q12 1162

1 102 5 Nup132 Q13 Q13 1162

1 103 5 Nup132 Q14 Q14 1162

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 104 5 Nup132 Q15 Q15 1162

1 105 6 Nup189c M M 844

1 106 6 Nup189c M1 M1 844

1 107 6 Nup189c M2 M2 844

1 108 6 Nup189c M3 M3 844

1 109 6 Nup189c M4 M4 844

1 110 6 Nup189c M5 M5 844

1 111 6 Nup189c M6 M6 844

1 112 6 Nup189c M7 M7 844

1 113 6 Nup189c M8 M8 844

1 114 6 Nup189c M9 M9 844

1 115 6 Nup189c M10 M10 844

1 116 6 Nup189c M11 M11 844

1 117 6 Nup189c M12 M12 844

1 118 6 Nup189c M13 M13 844

1 119 6 Nup189c M14 M14 844

1 120 6 Nup189c M15 M15 844

1 121 6 Nup189c M16 M16 844

1 122 6 Nup189c M17 M17 844

1 123 6 Nup189c M18 M18 844

1 124 6 Nup189c M19 M19 844

1 125 6 Nup189c M20 M20 844

1 126 6 Nup189c M21 M21 844

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 127 6 Nup189c M22 M22 844

1 128 6 Nup189c M23 M23 844

1 129 7 Seh1 O O 339

1 130 7 Seh1 O1 O1 339

1 131 7 Seh1 O2 O2 339

1 132 7 Seh1 O3 O3 339

1 133 7 Seh1 O4 O4 339

1 134 7 Seh1 O5 O5 339

1 135 7 Seh1 O6 O6 339

1 136 7 Seh1 O7 O7 339

1 137 7 Seh1 O8 O8 339

1 138 7 Seh1 O9 O9 339

1 139 7 Seh1 O10 O10 339

1 140 7 Seh1 O11 O11 339

1 141 7 Seh1 O12 O12 339

1 142 7 Seh1 O13 O13 339

1 143 7 Seh1 O14 O14 339

1 144 7 Seh1 O15 O15 339

1 145 7 Seh1 O16 O16 339

1 146 7 Seh1 O17 O17 339

1 147 7 Seh1 O18 O18 339

1 148 7 Seh1 O19 O19 339

1 149 7 Seh1 O20 O20 339

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 150 7 Seh1 O21 O21 339

1 151 7 Seh1 O22 O22 339

1 152 7 Seh1 O23 O23 339

1 153 8 Sec13 N N 297

1 154 8 Sec13 N1 N1 297

1 155 8 Sec13 N2 N2 297

1 156 8 Sec13 N3 N3 297

1 157 8 Sec13 N4 N4 297

1 158 8 Sec13 N5 N5 297

1 159 8 Sec13 N6 N6 297

1 160 8 Sec13 N7 N7 297

1 161 8 Sec13 N8 N8 297

1 162 8 Sec13 N9 N9 297

1 163 8 Sec13 N10 N10 297

1 164 8 Sec13 N11 N11 297

1 165 8 Sec13 N12 N12 297

1 166 8 Sec13 N13 N13 297

1 167 8 Sec13 N14 N14 297

1 168 8 Sec13 N15 N15 297

1 169 8 Sec13 N16 N16 297

1 170 8 Sec13 N17 N17 297

1 171 8 Sec13 N18 N18 297

1 172 8 Sec13 N19 N19 297

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 173 8 Sec13 N20 N20 297

1 174 8 Sec13 N21 N21 297

1 175 8 Sec13 N22 N22 297

1 176 8 Sec13 N23 N23 297

1 177 9 Ely5 T T 298

1 178 9 Ely5 T1 T1 298

1 179 9 Ely5 T2 T2 298

1 180 9 Ely5 T3 T3 298

1 181 9 Ely5 T4 T4 298

1 182 9 Ely5 T5 T5 298

1 183 9 Ely5 T6 T6 298

1 184 9 Ely5 T7 T7 298

1 185 9 Ely5 T8 T8 298

1 186 9 Ely5 T9 T9 298

1 187 9 Ely5 T10 T10 298

1 188 9 Ely5 T11 T11 298

1 189 9 Ely5 T12 T12 298

1 190 9 Ely5 T13 T13 298

1 191 9 Ely5 T14 T14 298

1 192 9 Ely5 T15 T15 298

1 193 9 Ely5 T16 T16 298

1 194 9 Ely5 T17 T17 298

1 195 9 Ely5 T18 T18 298

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 196 9 Ely5 T19 T19 298

1 197 9 Ely5 T20 T20 298

1 198 9 Ely5 T21 T21 298

1 199 9 Ely5 T22 T22 298

1 200 9 Ely5 T23 T23 298

1 201 10 Nup184 B B 1564

1 202 10 Nup184 B1 B1 1564

1 203 10 Nup184 B2 B2 1564

1 204 10 Nup184 B3 B3 1564

1 205 10 Nup184 B4 B4 1564

1 206 10 Nup184 B5 B5 1564

1 207 10 Nup184 B6 B6 1564

1 208 10 Nup184 B7 B7 1564

1 209 10 Nup184 B8 B8 1564

1 210 10 Nup184 B9 B9 1564

1 211 10 Nup184 B10 B10 1564

1 212 10 Nup184 B11 B11 1564

1 213 10 Nup184 B12 B12 1564

1 214 10 Nup184 B13 B13 1564

1 215 10 Nup184 B14 B14 1564

1 216 10 Nup184 B15 B15 1564

1 217 11 Nup186 C C 1647

1 218 11 Nup186 C1 C1 1647

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 219 11 Nup186 C2 C2 1647

1 220 11 Nup186 C3 C3 1647

1 221 11 Nup186 C4 C4 1647

1 222 11 Nup186 C5 C5 1647

1 223 11 Nup186 C6 C6 1647

1 224 11 Nup186 C7 C7 1647

1 225 11 Nup186 C8 C8 1647

1 226 11 Nup186 C9 C9 1647

1 227 11 Nup186 C10 C10 1647

1 228 11 Nup186 C11 C11 1647

1 229 11 Nup186 C12 C12 1647

1 230 11 Nup186 C13 C13 1647

1 231 11 Nup186 C14 C14 1647

1 232 11 Nup186 C15 C15 1647

1 233 12 Nup155 D D 1315

1 234 12 Nup155 D1 D1 1315

1 235 12 Nup155 D2 D2 1315

1 236 12 Nup155 D3 D3 1315

1 237 12 Nup155 D4 D4 1315

1 238 12 Nup155 D5 D5 1315

1 239 12 Nup155 D6 D6 1315

1 240 12 Nup155 D7 D7 1315

1 241 12 Nup155 D8 D8 1315

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 242 12 Nup155 D9 D9 1315

1 243 12 Nup155 D10 D10 1315

1 244 12 Nup155 D11 D11 1315

1 245 12 Nup155 D12 D12 1315

1 246 12 Nup155 D13 D13 1315

1 247 12 Nup155 D14 D14 1315

1 248 12 Nup155 D15 D15 1315

1 249 12 Nup155 D16 D16 1315

1 250 12 Nup155 D17 D17 1315

1 251 12 Nup155 D18 D18 1315

1 252 12 Nup155 D19 D19 1315

1 253 12 Nup155 D20 D20 1315

1 254 12 Nup155 D21 D21 1315

1 255 12 Nup155 D22 D22 1315

1 256 12 Nup155 D23 D23 1315

1 257 12 Nup155 D24 D24 1315

1 258 12 Nup155 D25 D25 1315

1 259 12 Nup155 D26 D26 1315

1 260 12 Nup155 D27 D27 1315

1 261 12 Nup155 D28 D28 1315

1 262 12 Nup155 D29 D29 1315

1 263 12 Nup155 D30 D30 1315

1 264 12 Nup155 D31 D31 1315

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 265 13 Nup97 Y Y 851

1 266 13 Nup97 Y1 Y1 851

1 267 13 Nup97 Y2 Y2 851

1 268 13 Nup97 Y3 Y3 851

1 269 13 Nup97 Y4 Y4 851

1 270 13 Nup97 Y5 Y5 851

1 271 13 Nup97 Y6 Y6 851

1 272 13 Nup97 Y7 Y7 851

1 273 13 Nup97 Y8 Y8 851

1 274 13 Nup97 Y9 Y9 851

1 275 13 Nup97 Y10 Y10 851

1 276 13 Nup97 Y11 Y11 851

1 277 13 Nup97 Y12 Y12 851

1 278 13 Nup97 Y13 Y13 851

1 279 13 Nup97 Y14 Y14 851

1 280 13 Nup97 Y15 Y15 851

1 281 13 Nup97 Y16 Y16 851

1 282 13 Nup97 Y17 Y17 851

1 283 13 Nup97 Y18 Y18 851

1 284 13 Nup97 Y19 Y19 851

1 285 13 Nup97 Y20 Y20 851

1 286 13 Nup97 Y21 Y21 851

1 287 13 Nup97 Y22 Y22 851

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 288 13 Nup97 Y23 Y23 851

1 289 13 Nup97 Y24 Y24 851

1 290 13 Nup97 Y25 Y25 851

1 291 13 Nup97 Y26 Y26 851

1 292 13 Nup97 Y27 Y27 851

1 293 13 Nup97 Y28 Y28 851

1 294 13 Nup97 Y29 Y29 851

1 295 13 Nup97 Y30 Y30 851

1 296 13 Nup97 Y31 Y31 851

1 297 14 Nsp1 J J 598

1 298 14 Nsp1 J1 J1 598

1 299 14 Nsp1 J2 J2 598

1 300 14 Nsp1 J3 J3 598

1 301 14 Nsp1 J4 J4 598

1 302 14 Nsp1 J5 J5 598

1 303 14 Nsp1 J6 J6 598

1 304 14 Nsp1 J7 J7 598

1 305 14 Nsp1 J8 J8 598

1 306 14 Nsp1 J9 J9 598

1 307 14 Nsp1 J10 J10 598

1 308 14 Nsp1 J11 J11 598

1 309 14 Nsp1 J12 J12 598

1 310 14 Nsp1 J13 J13 598

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 311 14 Nsp1 J14 J14 598

1 312 14 Nsp1 J15 J15 598

1 313 14 Nsp1 J16 J16 598

1 314 14 Nsp1 J17 J17 598

1 315 14 Nsp1 J18 J18 598

1 316 14 Nsp1 J19 J19 598

1 317 14 Nsp1 J20 J20 598

1 318 14 Nsp1 J21 J21 598

1 319 14 Nsp1 J22 J22 598

1 320 14 Nsp1 J23 J23 598

1 321 14 Nsp1 J24 J24 598

1 322 14 Nsp1 J25 J25 598

1 323 14 Nsp1 J26 J26 598

1 324 14 Nsp1 J27 J27 598

1 325 14 Nsp1 J28 J28 598

1 326 14 Nsp1 J29 J29 598

1 327 14 Nsp1 J30 J30 598

1 328 14 Nsp1 J31 J31 598

1 329 15 Nup44 H H 403

1 330 15 Nup44 H1 H1 403

1 331 15 Nup44 H2 H2 403

1 332 15 Nup44 H3 H3 403

1 333 15 Nup44 H4 H4 403

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 334 15 Nup44 H5 H5 403

1 335 15 Nup44 H6 H6 403

1 336 15 Nup44 H7 H7 403

1 337 15 Nup44 H8 H8 403

1 338 15 Nup44 H9 H9 403

1 339 15 Nup44 H10 H10 403

1 340 15 Nup44 H11 H11 403

1 341 15 Nup44 H12 H12 403

1 342 15 Nup44 H13 H13 403

1 343 15 Nup44 H14 H14 403

1 344 15 Nup44 H15 H15 403

1 345 15 Nup44 H16 H16 403

1 346 15 Nup44 H17 H17 403

1 347 15 Nup44 H18 H18 403

1 348 15 Nup44 H19 H19 403

1 349 15 Nup44 H20 H20 403

1 350 15 Nup44 H21 H21 403

1 351 15 Nup44 H22 H22 403

1 352 15 Nup44 H23 H23 403

1 353 15 Nup44 H24 H24 403

1 354 15 Nup44 H25 H25 403

1 355 15 Nup44 H26 H26 403

1 356 15 Nup44 H27 H27 403

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 357 15 Nup44 H28 H28 403

1 358 15 Nup44 H29 H29 403

1 359 15 Nup44 H30 H30 403

1 360 15 Nup44 H31 H31 403

1 361 16 Nup45 I I 425

1 362 16 Nup45 I1 I1 425

1 363 16 Nup45 I2 I2 425

1 364 16 Nup45 I3 I3 425

1 365 16 Nup45 I4 I4 425

1 366 16 Nup45 I5 I5 425

1 367 16 Nup45 I6 I6 425

1 368 16 Nup45 I7 I7 425

1 369 16 Nup45 I8 I8 425

1 370 16 Nup45 I9 I9 425

1 371 16 Nup45 I10 I10 425

1 372 16 Nup45 I11 I11 425

1 373 16 Nup45 I12 I12 425

1 374 16 Nup45 I13 I13 425

1 375 16 Nup45 I14 I14 425

1 376 16 Nup45 I15 I15 425

1 377 16 Nup45 I16 I16 425

1 378 16 Nup45 I17 I17 425

1 379 16 Nup45 I18 I18 425

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues
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1 380 16 Nup45 I19 I19 425

1 381 16 Nup45 I20 I20 425

1 382 16 Nup45 I21 I21 425

1 383 16 Nup45 I22 I22 425

1 384 16 Nup45 I23 I23 425

1 385 16 Nup45 I24 I24 425

1 386 16 Nup45 I25 I25 425

1 387 16 Nup45 I26 I26 425

1 388 16 Nup45 I27 I27 425

1 389 16 Nup45 I28 I28 425

1 390 16 Nup45 I29 I29 425

1 391 16 Nup45 I30 I30 425

1 392 16 Nup45 I31 I31 425

Model
ID

Subunit
number

Subunit
ID

Subunit
name

Chain
ID

Chain ID
[auth]

Total residues

Datasets used for modeling 
There are 6 unique datasets used to build the models in this entry.

ID Dataset type Database name Data access code

1 3DEM volume EMDB EMD-11373

2 3DEM volume File 10.5281/zenodo.5585949

3 Experimental model PDB 4GQ2

4 Comparative model File 10.5281/zenodo.5585949

5 Other File https://doi.org/10.1038/nsmb1194

6 Other File https://doi.org/10.1038/nature15381

?
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Representation 
This entry has only one representation and includes 664 rigid bodies and 0 flexible units.

Chain
ID

Rigid bodies
Non-rigid
segments

L
1-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-
8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-8131-

8131-813
-

L1 - -

L2 - -

L3 - -

L4 - -

L5 - -

L6 - -

L7 - -

L8 - -

L9 - -

L10 - -

L11 - -

L12 - -

L13 - -

L14 - -

L15 - -

P

1-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-
6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-
6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-

6751-6751-675

-

?
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P1 - -

P2 - -

P3 - -

P4 - -

P5 - -

P6 - -

P7 - -

P8
1-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-6751-

6751-6751-6751-6751-6751-6751-6751-6751-675
-

P9 - -

P10 - -

P11 - -

P12 - -

P13 - -

P14 - -

P15 - -

P16 - -

P17 - -

P18 - -

P19 - -

P20 - -

P21 - -

P22 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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P23 - -

R
1-11361-11361-11361-11361-11361-11361-11361-11361-11361-11361-11361-11361-

11361-11361-11361-11361-11361-11361-11361-11361-11361-11361-11361-1136
-

R1 - -

R2 - -

R3 - -

R4 - -

R5 - -

R6 - -

R7 - -

R8 - -

R9 - -

R10 - -

R11 - -

R12 - -

R13 - -

R14 - -

R15 - -

R16 - -

R17 - -

R18 - -

R19 - -

R20 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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R21 - -

R22 - -

R23 - -

S
1-3911-3911-3911-3911-3911-3911-3911-3911-3911-3911-3911-3911-3911-3911-3911-

3911-3911-3911-3911-3911-3911-3911-3911-391
-

S1 - -

S2 - -

S3 - -

S4 - -

S5 - -

S6 - -

S7 - -

S8 - -

S9 - -

S10 - -

S11 - -

S12 - -

S13 - -

S14 - -

S15 - -

S16 - -

S17 - -

S18 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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S19 - -

S20 - -

S21 - -

S22 - -

S23 - -

Q
1-11621-11621-11621-11621-11621-11621-11621-11621-11621-11621-11621-11621-
11621-11621-11621-11621-11621-11621-11621-11621-11621-11621-11621-11621-

11621-11621-11621-11621-11621-11621-11621-1162
-

Q1 - -

Q2 - -

Q3 - -

Q4 - -

Q5 - -

Q6 - -

Q7 - -

Q8 - -

Q9 - -

Q10 - -

Q11 - -

Q12 - -

Q13 - -

Q14 - -

Q15 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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M

1-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-
8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-
8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-

8441-8441-844

-

M1 - -

M2 - -

M3 - -

M4 - -

M5 - -

M6 - -

M7 - -

M8
1-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-8441-

8441-8441-8441-8441-8441-8441-8441-8441-844
-

M9 - -

M10 - -

M11 - -

M12 - -

M13 - -

M14 - -

M15 - -

M16 - -

M17 - -

M18 - -

M19 - -

M20 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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M21 - -

M22 - -

M23 - -

O
1-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-

3391-3391-3391-3391-3391-3391-3391-3391-339
-

O1 - -

O2 - -

O3 - -

O4 - -

O5 - -

O6 - -

O7 - -

O8
1-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-3391-

3391-3391-3391-3391-3391-3391-3391-3391-339
-

O9 - -

O10 - -

O11 - -

O12 - -

O13 - -

O14 - -

O15 - -

O16 - -

O17 - -

O18 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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O19 - -

O20 - -

O21 - -

O22 - -

O23 - -

N
1-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-

2971-2971-2971-2971-2971-2971-2971-2971-297
-

N1 - -

N2 - -

N3 - -

N4 - -

N5 - -

N6 - -

N7 - -

N8
1-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-2971-

2971-2971-2971-2971-2971-2971-2971-2971-297
-

N9 - -

N10 - -

N11 - -

N12 - -

N13 - -

N14 - -

N15 - -

N16 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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N17 - -

N18 - -

N19 - -

N20 - -

N21 - -

N22 - -

N23 - -

T
1-2981-2981-2981-2981-2981-2981-2981-2981-2981-2981-2981-2981-2981-2981-2981-

2981-2981-2981-2981-2981-2981-2981-2981-298
-

T1 - -

T2 - -

T3 - -

T4 - -

T5 - -

T6 - -

T7 - -

T8 - -

T9 - -

T10 - -

T11 - -

T12 - -

T13 - -

T14 - -

Chain
ID

Rigid bodies
Non-rigid
segments

28 of 430

IM Structure Validation Report



T15 - -

T16 - -

T17 - -

T18 - -

T19 - -

T20 - -

T21 - -

T22 - -

T23 - -

B
1-15641-15641-15641-15641-15641-15641-15641-15641-15641-15641-15641-15641-

15641-15641-15641-1564
-

B1 - -

B2 - -

B3 - -

B4 - -

B5 - -

B6 - -

B7 - -

B8
1-15641-15641-15641-15641-15641-15641-15641-15641-15641-15641-15641-15641-

15641-15641-15641-1564
-

B9 - -

B10 - -

B11 - -

B12 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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B13 - -

B14 - -

B15 - -

C
1-16471-16471-16471-16471-16471-16471-16471-16471-16471-16471-16471-16471-

16471-16471-16471-1647
-

C1 - -

C2 - -

C3 - -

C4 - -

C5 - -

C6 - -

C7 - -

C8
1-16471-16471-16471-16471-16471-16471-16471-16471-16471-16471-16471-16471-

16471-16471-16471-1647
-

C9 - -

C10 - -

C11 - -

C12 - -

C13 - -

C14 - -

C15 - -

D
1-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-

13151-13151-13151-1315
-

D1 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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D2 - -

D3 - -

D4 - -

D5 - -

D6 - -

D7 - -

D8
1-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-

13151-13151-13151-1315
-

D9 - -

D10 - -

D11 - -

D12 - -

D13 - -

D14 - -

D15 - -

D16
1-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-

13151-13151-13151-1315
-

D17 - -

D18 - -

D19 - -

D20 - -

D21 - -

D22 - -

D23 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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D24
1-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-13151-

13151-13151-13151-1315
-

D25 - -

D26 - -

D27 - -

D28 - -

D29 - -

D30 - -

D31 - -

Y
1-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-

851
-

Y1 - -

Y2 - -

Y3 - -

Y4 - -

Y5 - -

Y6 - -

Y7 - -

Y8
1-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-

851
-

Y9 - -

Y10 - -

Y11 - -

Y12 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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Y13 - -

Y14 - -

Y15 - -

Y16
1-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-

851
-

Y17 - -

Y18 - -

Y19 - -

Y20 - -

Y21 - -

Y22 - -

Y23 - -

Y24
1-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-8511-

851
-

Y25 - -

Y26 - -

Y27 - -

Y28 - -

Y29 - -

Y30 - -

Y31 - -

J 1-5981-5981-5981-5981-5981-5981-5981-598 -

J1 - -

J2 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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J3 - -

J4 - -

J5 - -

J6 - -

J7 - -

J8 1-5981-5981-5981-5981-5981-5981-5981-598 -

J9 - -

J10 - -

J11 - -

J12 - -

J13 - -

J14 - -

J15 - -

J16 1-5981-5981-5981-5981-5981-5981-5981-598 -

J17 - -

J18 - -

J19 - -

J20 - -

J21 - -

J22 - -

J23 - -

J24 1-5981-5981-5981-5981-5981-5981-5981-598 -

J25 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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J26 - -

J27 - -

J28 - -

J29 - -

J30 - -

J31 - -

H 1-4031-4031-4031-4031-4031-4031-4031-403 -

H1 - -

H2 - -

H3 - -

H4 - -

H5 - -

H6 - -

H7 - -

H8 1-4031-4031-4031-4031-4031-4031-4031-403 -

H9 - -

H10 - -

H11 - -

H12 - -

H13 - -

H14 - -

H15 - -

H16 1-4031-4031-4031-4031-4031-4031-4031-403 -

Chain
ID

Rigid bodies
Non-rigid
segments
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H17 - -

H18 - -

H19 - -

H20 - -

H21 - -

H22 - -

H23 - -

H24 1-4031-4031-4031-4031-4031-4031-4031-403 -

H25 - -

H26 - -

H27 - -

H28 - -

H29 - -

H30 - -

H31 - -

I 1-4251-4251-4251-4251-4251-4251-4251-425 -

I1 - -

I2 - -

I3 - -

I4 - -

I5 - -

I6 - -

I7 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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I8 1-4251-4251-4251-4251-4251-4251-4251-425 -

I9 - -

I10 - -

I11 - -

I12 - -

I13 - -

I14 - -

I15 - -

I16 1-4251-4251-4251-4251-4251-4251-4251-425 -

I17 - -

I18 - -

I19 - -

I20 - -

I21 - -

I22 - -

I23 - -

I24 1-4251-4251-4251-4251-4251-4251-4251-425 -

I25 - -

I26 - -

I27 - -

I28 - -

I29 - -

I30 - -

Chain
ID

Rigid bodies
Non-rigid
segments
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I31 - -

Chain
ID

Rigid bodies
Non-rigid
segments

Methodology and software 
This entry is a result of 1 distinct protocol(s).

Step
number

Protocol
ID

Method
name

Method type
Method

description

Number
of

computed
models

Multi
state

modeling

Multi
scale

modeling

1 1

Systematic
fitting of CR

and NR
subunits and

IR
asymmetric
unit using

Assembline
and UCSF
Chimera

Systematic
fitting to EM
maps with

Global search
from UCSF
Chimera as

implemented
in Assembline

None None False False

2 1

Global
optimization

with
Assembline
starting from
systematic

fitting results

Modeling the
cytoplasmic

side
None None False False

3 1

Global
optimization

with
Assembline
starting from
systematic

fitting results

Modeling the
nuclear ring

None None False False

?
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4 1

Refinement
optimization

with
Assembline
starting from

the fitted
comparative

model

Modeling the
inner ring

None None False False

5 1

Refinement
optimization

with
Assembline

Modeling the
full nuclear

pore complex
from models

of the
individual

rings

None None False False

Step
number

Protocol
ID

Method
name

Method type
Method

description

Number
of

computed
models

Multi
state

modeling

Multi
scale

modeling

There are 3 software packages reported in this entry.

ID Software name
Software
version

Software
classification

Software location

1 Assembline 0.99beta
integrative model

building
https://www.embl-

hamburg.de/Assembline/

2
Integrative Modeling

Platform (IMP)
2.15.0

integrative model
building

https://integrativemodeling.org

3 UCSF Chimera 1.14
rigid body fitting to

EM maps
https://www.cgl.ucsf.edu/chimera/

Data quality 
3DEM volume

Validation for this section is under development.

?

Model quality 
For models with atomic structures, molprobity analysis is performed. For models with coarse-grained or multi-scale
structures, excluded volume analysis is performed.

?
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Standard geometry: bond outliers
Bond length outliers can not be evaluated for this model

Standard geometry: angle outliers
Bond angle outliers do not exist or can not be evaluated for this model

Too-close contacts
The following all-atom clashscore is based on a MolProbity analysis. All-atom clashscore is defined as the number of
clashes found per 1000 atoms (including hydrogen atoms). The table below contains clashscores for all the models in
this entry.

Model ID Clash score Number of clashes

1 0.0 0

All 0 close contacts within the same asymmetric unit are listed below, sorted by their clash magnitude.
Torsion angles: Protein backbone

In the following table, Ramachandran outliers are listed. The Analysed column shows the number of residues for
which the backbone conformation was analysed.

Model ID Analyzed Favored Allowed Outliers

1 231448 214477 12147 4824

Detailed list of outliers are tabulated below.
Torsion angles: Protein sidechains 

In the following table, sidechain outliers are listed. The Analysed column shows the number of residues for which the
sidechain conformation was analysed.

Model ID Analyzed Favored Allowed Outliers

1 213160 181228 19148 12784

Detailed list of outliers are tabulated below.

Model ID Chain Residue ID Residue type

1 L 74 LEU

1 L 95 LYS

1 L 98 LEU

1 L 105 LEU

1 L 122 ILE

1 L 128 GLU

?

?

?

?

?
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1 L 134 LEU

1 L 195 ARG

1 L 197 ASN

1 L 267 LEU

1 L 293 LEU

1 L 340 ASN

1 L 398 LEU

1 L 407 GLN

1 L 414 LEU

1 L 460 LEU

1 L 472 LEU

1 L 499 VAL

1 L 592 LEU

1 L 600 LEU

1 L 656 ASN

1 L 716 ASN

1 L 725 LEU

1 L 755 VAL

1 L 759 LEU

1 L 810 LEU

1 L1 74 LEU

1 L1 95 LYS

1 L1 98 LEU

Model ID Chain Residue ID Residue type
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1 L1 105 LEU

1 L1 122 ILE

1 L1 128 GLU

1 L1 134 LEU

1 L1 195 ARG

1 L1 197 ASN

1 L1 267 LEU

1 L1 293 LEU

1 L1 340 ASN

1 L1 398 LEU

1 L1 407 GLN

1 L1 414 LEU

1 L1 460 LEU

1 L1 472 LEU

1 L1 499 VAL

1 L1 592 LEU

1 L1 600 LEU

1 L1 656 ASN

1 L1 716 ASN

1 L1 725 LEU

1 L1 755 VAL

1 L1 759 LEU

1 L1 810 LEU

Model ID Chain Residue ID Residue type
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1 L2 74 LEU

1 L2 95 LYS

1 L2 98 LEU

1 L2 105 LEU

1 L2 122 ILE

1 L2 128 GLU

1 L2 134 LEU

1 L2 195 ARG

1 L2 197 ASN

1 L2 267 LEU

1 L2 293 LEU

1 L2 340 ASN

1 L2 398 LEU

1 L2 407 GLN

1 L2 414 LEU

1 L2 460 LEU

1 L2 472 LEU

1 L2 499 VAL

1 L2 592 LEU

1 L2 600 LEU

1 L2 656 ASN

1 L2 716 ASN

1 L2 725 LEU

Model ID Chain Residue ID Residue type
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1 L2 755 VAL

1 L2 759 LEU

1 L2 810 LEU

1 L3 74 LEU

1 L3 95 LYS

1 L3 98 LEU

1 L3 105 LEU

1 L3 122 ILE

1 L3 128 GLU

1 L3 134 LEU

1 L3 195 ARG

1 L3 197 ASN

1 L3 267 LEU

1 L3 293 LEU

1 L3 340 ASN

1 L3 398 LEU

1 L3 407 GLN

1 L3 414 LEU

1 L3 460 LEU

1 L3 472 LEU

1 L3 499 VAL

1 L3 592 LEU

1 L3 600 LEU

Model ID Chain Residue ID Residue type
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1 L3 656 ASN

1 L3 716 ASN

1 L3 725 LEU

1 L3 755 VAL

1 L3 759 LEU

1 L3 810 LEU

1 L4 74 LEU

1 L4 95 LYS

1 L4 98 LEU

1 L4 105 LEU

1 L4 122 ILE

1 L4 128 GLU

1 L4 134 LEU

1 L4 195 ARG

1 L4 197 ASN

1 L4 267 LEU

1 L4 293 LEU

1 L4 340 ASN

1 L4 398 LEU

1 L4 407 GLN

1 L4 414 LEU

1 L4 460 LEU

1 L4 472 LEU

Model ID Chain Residue ID Residue type
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1 L4 499 VAL

1 L4 592 LEU

1 L4 600 LEU

1 L4 656 ASN

1 L4 716 ASN

1 L4 725 LEU

1 L4 755 VAL

1 L4 759 LEU

1 L4 810 LEU

1 L5 74 LEU

1 L5 95 LYS

1 L5 98 LEU

1 L5 105 LEU

1 L5 122 ILE

1 L5 128 GLU

1 L5 134 LEU

1 L5 195 ARG

1 L5 197 ASN

1 L5 267 LEU

1 L5 293 LEU

1 L5 340 ASN

1 L5 398 LEU

1 L5 407 GLN

Model ID Chain Residue ID Residue type
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1 L5 414 LEU

1 L5 460 LEU

1 L5 472 LEU

1 L5 499 VAL

1 L5 592 LEU

1 L5 600 LEU

1 L5 656 ASN

1 L5 716 ASN

1 L5 725 LEU

1 L5 755 VAL

1 L5 759 LEU

1 L5 810 LEU

1 L6 74 LEU

1 L6 95 LYS

1 L6 98 LEU

1 L6 105 LEU

1 L6 122 ILE

1 L6 128 GLU

1 L6 134 LEU

1 L6 195 ARG

1 L6 197 ASN

1 L6 267 LEU

1 L6 293 LEU

Model ID Chain Residue ID Residue type
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1 L6 340 ASN

1 L6 398 LEU

1 L6 407 GLN

1 L6 414 LEU

1 L6 460 LEU

1 L6 472 LEU

1 L6 499 VAL

1 L6 592 LEU

1 L6 600 LEU

1 L6 656 ASN

1 L6 716 ASN

1 L6 725 LEU

1 L6 755 VAL

1 L6 759 LEU

1 L6 810 LEU

1 L7 74 LEU

1 L7 95 LYS

1 L7 98 LEU

1 L7 105 LEU

1 L7 122 ILE

1 L7 128 GLU

1 L7 134 LEU

1 L7 195 ARG

Model ID Chain Residue ID Residue type
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1 L7 197 ASN

1 L7 267 LEU

1 L7 293 LEU

1 L7 340 ASN

1 L7 398 LEU

1 L7 407 GLN

1 L7 414 LEU

1 L7 460 LEU

1 L7 472 LEU

1 L7 499 VAL

1 L7 592 LEU

1 L7 600 LEU

1 L7 656 ASN

1 L7 716 ASN

1 L7 725 LEU

1 L7 755 VAL

1 L7 759 LEU

1 L7 810 LEU

1 L8 74 LEU

1 L8 95 LYS

1 L8 98 LEU

1 L8 105 LEU

1 L8 122 ILE

Model ID Chain Residue ID Residue type
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1 L8 128 GLU

1 L8 134 LEU

1 L8 195 ARG

1 L8 197 ASN

1 L8 267 LEU

1 L8 293 LEU

1 L8 340 ASN

1 L8 398 LEU

1 L8 407 GLN

1 L8 414 LEU

1 L8 460 LEU

1 L8 472 LEU

1 L8 499 VAL

1 L8 592 LEU

1 L8 600 LEU

1 L8 656 ASN

1 L8 716 ASN

1 L8 725 LEU

1 L8 755 VAL

1 L8 759 LEU

1 L8 810 LEU

1 L9 74 LEU

1 L9 95 LYS

Model ID Chain Residue ID Residue type
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1 L9 98 LEU

1 L9 105 LEU

1 L9 122 ILE

1 L9 128 GLU

1 L9 134 LEU

1 L9 195 ARG

1 L9 197 ASN

1 L9 267 LEU

1 L9 293 LEU

1 L9 340 ASN

1 L9 398 LEU

1 L9 407 GLN

1 L9 414 LEU

1 L9 460 LEU

1 L9 472 LEU

1 L9 499 VAL

1 L9 592 LEU

1 L9 600 LEU

1 L9 656 ASN

1 L9 716 ASN

1 L9 725 LEU

1 L9 755 VAL

1 L9 759 LEU

Model ID Chain Residue ID Residue type
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1 L9 810 LEU

1 P 12 TYR

1 P 42 LEU

1 P 46 LEU

1 P 73 GLU

1 P 82 GLU

1 P 84 ASN

1 P 93 LEU

1 P 130 ILE

1 P 134 LEU

1 P 201 ILE

1 P 252 LEU

1 P 284 LEU

1 P 321 LEU

1 P 340 LEU

1 P 374 CYS

1 P 383 LEU

1 P 413 TYR

1 P 417 GLU

1 P 420 ILE

1 P 442 GLN

1 P 447 TYR

1 P 468 LEU

Model ID Chain Residue ID Residue type
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1 P 487 ARG

1 P 494 LEU

1 P 511 LEU

1 P 523 LEU

1 P 548 LEU

1 P 552 LEU

1 P 563 LEU

1 P 566 ILE

1 P 567 ILE

1 P 592 LEU

1 P 595 LEU

1 P 609 LEU

1 P 612 LEU

1 P 613 LEU

1 P 632 LEU

1 P 642 LEU

1 P 651 ASP

1 P 652 GLN

1 P 654 LEU

1 P 662 LEU

1 P 671 LEU

1 P1 12 TYR

1 P1 42 LEU
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1 P1 46 LEU

1 P1 73 GLU

1 P1 82 GLU

1 P1 84 ASN

1 P1 93 LEU

1 P1 130 ILE

1 P1 134 LEU

1 P1 201 ILE

1 P1 252 LEU

1 P1 284 LEU

1 P1 321 LEU

1 P1 340 LEU

1 P1 374 CYS

1 P1 383 LEU

1 P1 413 TYR

1 P1 417 GLU

1 P1 420 ILE

1 P1 442 GLN

1 P1 447 TYR

1 P1 468 LEU

1 P1 487 ARG

1 P1 494 LEU

1 P1 511 LEU
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1 P1 523 LEU

1 P1 548 LEU

1 P1 552 LEU

1 P1 563 LEU

1 P1 566 ILE

1 P1 567 ILE

1 P1 592 LEU

1 P1 595 LEU

1 P1 609 LEU

1 P1 612 LEU

1 P1 613 LEU

1 P1 632 LEU

1 P1 642 LEU

1 P1 651 ASP

1 P1 652 GLN

1 P1 654 LEU

1 P1 662 LEU

1 P1 671 LEU

1 P2 12 TYR

1 P2 42 LEU

1 P2 46 LEU

1 P2 73 GLU

1 P2 82 GLU

Model ID Chain Residue ID Residue type

55 of 430

IM Structure Validation Report



1 P2 84 ASN

1 P2 93 LEU

1 P2 130 ILE

1 P2 134 LEU

1 P2 201 ILE

1 P2 252 LEU

1 P2 284 LEU

1 P2 321 LEU

1 P2 340 LEU

1 P2 374 CYS

1 P2 383 LEU

1 P2 413 TYR

1 P2 417 GLU

1 P2 420 ILE

1 P2 442 GLN

1 P2 447 TYR

1 P2 468 LEU

1 P2 487 ARG

1 P2 494 LEU

1 P2 511 LEU

1 P2 523 LEU

1 P2 548 LEU

1 P2 552 LEU
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1 P2 563 LEU

1 P2 566 ILE

1 P2 567 ILE

1 P2 592 LEU

1 P2 595 LEU

1 P2 609 LEU

1 P2 612 LEU

1 P2 613 LEU

1 P2 632 LEU

1 P2 642 LEU

1 P2 651 ASP

1 P2 652 GLN

1 P2 654 LEU

1 P2 662 LEU

1 P2 671 LEU

1 P3 12 TYR

1 P3 42 LEU

1 P3 46 LEU

1 P3 73 GLU

1 P3 82 GLU

1 P3 84 ASN

1 P3 93 LEU

1 P3 130 ILE
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1 P3 134 LEU

1 P3 201 ILE

1 P3 252 LEU

1 P3 284 LEU

1 P3 321 LEU

1 P3 340 LEU

1 P3 374 CYS

1 P3 383 LEU

1 P3 413 TYR

1 P3 417 GLU

1 P3 420 ILE

1 P3 442 GLN

1 P3 447 TYR

1 P3 468 LEU

1 P3 487 ARG

1 P3 494 LEU

1 P3 511 LEU

1 P3 523 LEU

1 P3 548 LEU

1 P3 552 LEU

1 P3 563 LEU

1 P3 566 ILE

1 P3 567 ILE
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1 P3 592 LEU

1 P3 595 LEU

1 P3 609 LEU

1 P3 612 LEU

1 P3 613 LEU

1 P3 632 LEU

1 P3 642 LEU

1 P3 651 ASP

1 P3 652 GLN

1 P3 654 LEU

1 P3 662 LEU

1 P3 671 LEU

1 P4 12 TYR

1 P4 42 LEU

1 P4 46 LEU

1 P4 73 GLU

1 P4 82 GLU

1 P4 84 ASN

1 P4 93 LEU

1 P4 130 ILE

1 P4 134 LEU

1 P4 201 ILE

1 P4 252 LEU
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1 P4 284 LEU

1 P4 321 LEU

1 P4 340 LEU

1 P4 374 CYS

1 P4 383 LEU

1 P4 413 TYR

1 P4 417 GLU

1 P4 420 ILE

1 P4 442 GLN

1 P4 447 TYR

1 P4 468 LEU

1 P4 487 ARG

1 P4 494 LEU

1 P4 511 LEU

1 P4 523 LEU

1 P4 548 LEU

1 P4 552 LEU

1 P4 563 LEU

1 P4 566 ILE

1 P4 567 ILE

1 P4 592 LEU

1 P4 595 LEU

1 P4 609 LEU
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1 P4 612 LEU

1 P4 613 LEU

1 P4 632 LEU

1 P4 642 LEU

1 P4 651 ASP

1 P4 652 GLN

1 P4 654 LEU

1 P4 662 LEU

1 P4 671 LEU

1 P5 12 TYR

1 P5 42 LEU

1 P5 46 LEU

1 P5 73 GLU

1 P5 82 GLU

1 P5 84 ASN

1 P5 93 LEU

1 P5 130 ILE

1 P5 134 LEU

1 P5 201 ILE

1 P5 252 LEU

1 P5 284 LEU

1 P5 321 LEU

1 P5 340 LEU
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1 P5 374 CYS

1 P5 383 LEU

1 P5 413 TYR

1 P5 417 GLU

1 P5 420 ILE

1 P5 442 GLN

1 P5 447 TYR

1 P5 468 LEU

1 P5 487 ARG

1 P5 494 LEU

1 P5 511 LEU

1 P5 523 LEU

1 P5 548 LEU

1 P5 552 LEU

1 P5 563 LEU

1 P5 566 ILE

1 P5 567 ILE

1 P5 592 LEU

1 P5 595 LEU

1 P5 609 LEU

1 P5 612 LEU

1 P5 613 LEU

1 P5 632 LEU
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1 P5 642 LEU

1 P5 651 ASP

1 P5 652 GLN

1 P5 654 LEU

1 P5 662 LEU

1 P5 671 LEU

1 P6 12 TYR

1 P6 42 LEU

1 P6 46 LEU

1 P6 73 GLU

1 P6 82 GLU

1 P6 84 ASN

1 P6 93 LEU

1 P6 130 ILE

1 P6 134 LEU

1 P6 201 ILE

1 P6 252 LEU

1 P6 284 LEU

1 P6 321 LEU

1 P6 340 LEU

1 P6 374 CYS

1 P6 383 LEU

1 P6 413 TYR
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1 P6 417 GLU

1 P6 420 ILE

1 P6 442 GLN

1 P6 447 TYR

1 P6 468 LEU

1 P6 487 ARG

1 P6 494 LEU

1 P6 511 LEU

1 P6 523 LEU

1 P6 548 LEU

1 P6 552 LEU

1 P6 563 LEU

1 P6 566 ILE

1 P6 567 ILE

1 P6 592 LEU

1 P6 595 LEU

1 P6 609 LEU

1 P6 612 LEU

1 P6 613 LEU

1 P6 632 LEU

1 P6 642 LEU

1 P6 651 ASP

1 P6 652 GLN

Model ID Chain Residue ID Residue type

64 of 430

IM Structure Validation Report



1 P6 654 LEU

1 P6 662 LEU

1 P6 671 LEU

1 P7 12 TYR

1 P7 42 LEU

1 P7 46 LEU

1 P7 73 GLU

1 P7 82 GLU

1 P7 84 ASN

1 P7 93 LEU

1 P7 130 ILE

1 P7 134 LEU

1 P7 201 ILE

1 P7 252 LEU

1 P7 284 LEU

1 P7 321 LEU

1 P7 340 LEU

1 P7 374 CYS

1 P7 383 LEU

1 P7 413 TYR

1 P7 417 GLU

1 P7 420 ILE

1 P7 442 GLN
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1 P7 447 TYR

1 P7 468 LEU

1 P7 487 ARG

1 P7 494 LEU

1 P7 511 LEU

1 P7 523 LEU

1 P7 548 LEU

1 P7 552 LEU

1 P7 563 LEU

1 P7 566 ILE

1 P7 567 ILE

1 P7 592 LEU

1 P7 595 LEU

1 P7 609 LEU

1 P7 612 LEU

1 P7 613 LEU

1 P7 632 LEU

1 P7 642 LEU

1 P7 651 ASP

1 P7 652 GLN

1 P7 654 LEU

1 P7 662 LEU

1 P7 671 LEU
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1 P8 12 TYR

1 P8 42 LEU

1 P8 46 LEU

1 P8 73 GLU

1 P8 82 GLU

1 P8 84 ASN

1 P8 93 LEU

1 P8 130 ILE

1 P8 134 LEU

1 P8 201 ILE

1 P8 252 LEU

1 P8 284 LEU

1 P8 321 LEU

1 P8 340 LEU

1 P8 374 CYS

1 P8 383 LEU

1 P8 413 TYR

1 P8 417 GLU

1 P8 420 ILE

1 P8 442 GLN

1 P8 447 TYR

1 P8 468 LEU

1 P8 487 ARG
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1 P8 494 LEU

1 P8 511 LEU

1 P8 523 LEU

1 P8 548 LEU

1 P8 552 LEU

1 P8 563 LEU

1 P8 566 ILE

1 P8 567 ILE

1 P8 592 LEU

1 P8 595 LEU

1 P8 609 LEU

1 P8 612 LEU

1 P8 613 LEU

1 P8 632 LEU

1 P8 642 LEU

1 P8 651 ASP

1 P8 652 GLN

1 P8 654 LEU

1 P8 662 LEU

1 P8 671 LEU

1 P9 12 TYR

1 P9 42 LEU

1 P9 46 LEU

Model ID Chain Residue ID Residue type
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1 P9 73 GLU

1 P9 82 GLU

1 P9 84 ASN

1 P9 93 LEU

1 P9 130 ILE

1 P9 134 LEU

1 P9 201 ILE

1 P9 252 LEU

1 P9 284 LEU

1 P9 321 LEU

1 P9 340 LEU

1 P9 374 CYS

1 P9 383 LEU

1 P9 413 TYR

1 P9 417 GLU

1 P9 420 ILE

1 P9 442 GLN

1 P9 447 TYR

1 P9 468 LEU

1 P9 487 ARG

1 P9 494 LEU

1 P9 511 LEU

1 P9 523 LEU
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1 P9 548 LEU

1 P9 552 LEU

1 P9 563 LEU

1 P9 566 ILE

1 P9 567 ILE

1 P9 592 LEU

1 P9 595 LEU

1 P9 609 LEU

1 P9 612 LEU

1 P9 613 LEU

1 P9 632 LEU

1 P9 642 LEU

1 P9 651 ASP

1 P9 652 GLN

1 P9 654 LEU

1 P9 662 LEU

1 P9 671 LEU

1 P 10 TYR

1 P 10 LEU

1 P 10 LEU

1 P 10 GLU

1 P 10 GLU

1 P 10 ASN
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1 P 10 LEU

1 P 10 ILE

1 P 10 LEU

1 P 10 ILE

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 CYS

1 P 10 LEU

1 P 10 TYR

1 P 10 GLU

1 P 10 ILE

1 P 10 GLN

1 P 10 TYR

1 P 10 LEU

1 P 10 ARG

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU
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1 P 10 ILE

1 P 10 ILE

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 10 ASP

1 P 10 GLN

1 P 10 LEU

1 P 10 LEU

1 P 10 LEU

1 P 11 TYR

1 P 11 LEU

1 P 11 LEU

1 P 11 GLU

1 P 11 GLU

1 P 11 ASN

1 P 11 LEU

1 P 11 ILE

1 P 11 LEU
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1 P 11 ILE

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 CYS

1 P 11 LEU

1 P 11 TYR

1 P 11 GLU

1 P 11 ILE

1 P 11 GLN

1 P 11 TYR

1 P 11 LEU

1 P 11 ARG

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 ILE

1 P 11 ILE

1 P 11 LEU
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1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 11 ASP

1 P 11 GLN

1 P 11 LEU

1 P 11 LEU

1 P 11 LEU

1 P 12 TYR

1 P 12 LEU

1 P 12 LEU

1 P 12 GLU

1 P 12 GLU

1 P 12 ASN

1 P 12 LEU

1 P 12 ILE

1 P 12 LEU

1 P 12 ILE

1 P 12 LEU

1 P 12 LEU
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1 P 12 LEU

1 P 12 LEU

1 P 12 CYS

1 P 12 LEU

1 P 12 TYR

1 P 12 GLU

1 P 12 ILE

1 P 12 GLN

1 P 12 TYR

1 P 12 LEU

1 P 12 ARG

1 P 12 LEU

1 P 12 LEU

1 P 12 LEU

1 P 12 LEU

1 P 12 LEU

1 P 12 LEU

1 P 12 ILE

1 P 12 ILE

1 P 12 LEU

1 P 12 LEU

1 P 12 LEU

1 P 12 LEU

Model ID Chain Residue ID Residue type
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1 P 12 LEU

1 P 12 LEU

1 P 12 LEU

1 P 12 ASP

1 P 12 GLN

1 P 12 LEU

1 P 12 LEU

1 P 12 LEU

1 P 13 TYR

1 P 13 LEU

1 P 13 LEU

1 P 13 GLU

1 P 13 GLU

1 P 13 ASN

1 P 13 LEU

1 P 13 ILE

1 P 13 LEU

1 P 13 ILE

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 CYS
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1 P 13 LEU

1 P 13 TYR

1 P 13 GLU

1 P 13 ILE

1 P 13 GLN

1 P 13 TYR

1 P 13 LEU

1 P 13 ARG

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 ILE

1 P 13 ILE

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU
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1 P 13 ASP

1 P 13 GLN

1 P 13 LEU

1 P 13 LEU

1 P 13 LEU

1 P 14 TYR

1 P 14 LEU

1 P 14 LEU

1 P 14 GLU

1 P 14 GLU

1 P 14 ASN

1 P 14 LEU

1 P 14 ILE

1 P 14 LEU

1 P 14 ILE

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 CYS

1 P 14 LEU

1 P 14 TYR

1 P 14 GLU
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1 P 14 ILE

1 P 14 GLN

1 P 14 TYR

1 P 14 LEU

1 P 14 ARG

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 ILE

1 P 14 ILE

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 LEU

1 P 14 ASP

1 P 14 GLN

1 P 14 LEU
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1 P 14 LEU

1 P 14 LEU

1 P 15 TYR

1 P 15 LEU

1 P 15 LEU

1 P 15 GLU

1 P 15 GLU

1 P 15 ASN

1 P 15 LEU

1 P 15 ILE

1 P 15 LEU

1 P 15 ILE

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 CYS

1 P 15 LEU

1 P 15 TYR

1 P 15 GLU

1 P 15 ILE

1 P 15 GLN

1 P 15 TYR
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1 P 15 LEU

1 P 15 ARG

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 ILE

1 P 15 ILE

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 15 ASP

1 P 15 GLN

1 P 15 LEU

1 P 15 LEU

1 P 15 LEU

1 P 16 TYR
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1 P 16 LEU

1 P 16 LEU

1 P 16 GLU

1 P 16 GLU

1 P 16 ASN

1 P 16 LEU

1 P 16 ILE

1 P 16 LEU

1 P 16 ILE

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 CYS

1 P 16 LEU

1 P 16 TYR

1 P 16 GLU

1 P 16 ILE

1 P 16 GLN

1 P 16 TYR

1 P 16 LEU

1 P 16 ARG

1 P 16 LEU
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1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 ILE

1 P 16 ILE

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 16 ASP

1 P 16 GLN

1 P 16 LEU

1 P 16 LEU

1 P 16 LEU

1 P 17 TYR

1 P 17 LEU

1 P 17 LEU

1 P 17 GLU
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1 P 17 GLU

1 P 17 ASN

1 P 17 LEU

1 P 17 ILE

1 P 17 LEU

1 P 17 ILE

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU

1 P 17 CYS

1 P 17 LEU

1 P 17 TYR

1 P 17 GLU

1 P 17 ILE

1 P 17 GLN

1 P 17 TYR

1 P 17 LEU

1 P 17 ARG

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU
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1 P 17 LEU

1 P 17 LEU

1 P 17 ILE

1 P 17 ILE

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU

1 P 17 ASP

1 P 17 GLN

1 P 17 LEU

1 P 17 LEU

1 P 17 LEU

1 P 18 TYR

1 P 18 LEU

1 P 18 LEU

1 P 18 GLU

1 P 18 GLU

1 P 18 ASN

1 P 18 LEU
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1 P 18 ILE

1 P 18 LEU

1 P 18 ILE

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 CYS

1 P 18 LEU

1 P 18 TYR

1 P 18 GLU

1 P 18 ILE

1 P 18 GLN

1 P 18 TYR

1 P 18 LEU

1 P 18 ARG

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 ILE
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1 P 18 ILE

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 18 ASP

1 P 18 GLN

1 P 18 LEU

1 P 18 LEU

1 P 18 LEU

1 P 19 TYR

1 P 19 LEU

1 P 19 LEU

1 P 19 GLU

1 P 19 GLU

1 P 19 ASN

1 P 19 LEU

1 P 19 ILE

1 P 19 LEU

1 P 19 ILE
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1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 19 CYS

1 P 19 LEU

1 P 19 TYR

1 P 19 GLU

1 P 19 ILE

1 P 19 GLN

1 P 19 TYR

1 P 19 LEU

1 P 19 ARG

1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 19 ILE

1 P 19 ILE

1 P 19 LEU

1 P 19 LEU
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1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 19 ASP

1 P 19 GLN

1 P 19 LEU

1 P 19 LEU

1 P 19 LEU

1 P 20 TYR

1 P 20 LEU

1 P 20 LEU

1 P 20 GLU

1 P 20 GLU

1 P 20 ASN

1 P 20 LEU

1 P 20 ILE

1 P 20 LEU

1 P 20 ILE

1 P 20 LEU

1 P 20 LEU

1 P 20 LEU
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1 P 20 LEU

1 P 20 CYS

1 P 20 LEU

1 P 20 TYR

1 P 20 GLU

1 P 20 ILE

1 P 20 GLN

1 P 20 TYR

1 P 20 LEU

1 P 20 ARG

1 P 20 LEU

1 P 20 LEU

1 P 20 LEU

1 P 20 LEU

1 P 20 LEU

1 P 20 LEU

1 P 20 ILE

1 P 20 ILE

1 P 20 LEU

1 P 20 LEU

1 P 20 LEU

1 P 20 LEU

1 P 20 LEU
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1 P 20 LEU

1 P 20 LEU

1 P 20 ASP

1 P 20 GLN

1 P 20 LEU

1 P 20 LEU

1 P 20 LEU

1 P 21 TYR

1 P 21 LEU

1 P 21 LEU

1 P 21 GLU

1 P 21 GLU

1 P 21 ASN

1 P 21 LEU

1 P 21 ILE

1 P 21 LEU

1 P 21 ILE

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 CYS

1 P 21 LEU
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1 P 21 TYR

1 P 21 GLU

1 P 21 ILE

1 P 21 GLN

1 P 21 TYR

1 P 21 LEU

1 P 21 ARG

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 ILE

1 P 21 ILE

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 21 ASP
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1 P 21 GLN

1 P 21 LEU

1 P 21 LEU

1 P 21 LEU

1 P 22 TYR

1 P 22 LEU

1 P 22 LEU

1 P 22 GLU

1 P 22 GLU

1 P 22 ASN

1 P 22 LEU

1 P 22 ILE

1 P 22 LEU

1 P 22 ILE

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 CYS

1 P 22 LEU

1 P 22 TYR

1 P 22 GLU

1 P 22 ILE
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1 P 22 GLN

1 P 22 TYR

1 P 22 LEU

1 P 22 ARG

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 ILE

1 P 22 ILE

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 LEU

1 P 22 ASP

1 P 22 GLN

1 P 22 LEU

1 P 22 LEU
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1 P 22 LEU

1 R 6 HIS

1 R 49 LEU

1 R 61 VAL

1 R 83 LEU

1 R 90 LEU

1 R 93 LYS

1 R 102 VAL

1 R 125 THR

1 R 127 ILE

1 R 160 LEU

1 R 197 LEU

1 R 200 LYS

1 R 219 LYS

1 R 244 SER

1 R 245 THR

1 R 248 VAL

1 R 256 TYR

1 R 269 VAL

1 R 270 GLU

1 R 277 THR

1 R 278 ILE

1 R 292 THR
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1 R 314 LEU

1 R 317 ASN

1 R 327 ILE

1 R 335 SER

1 R 338 ASP

1 R 379 ASN

1 R 396 LEU

1 R 424 GLN

1 R 433 ILE

1 R 531 THR

1 R 537 ASN

1 R 539 VAL

1 R 541 PHE

1 R 553 GLU

1 R 556 LEU

1 R 602 LEU

1 R 605 ASP

1 R 638 THR

1 R 643 GLU

1 R 649 ILE

1 R 699 LEU

1 R 705 GLN

1 R 709 GLU
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1 R 718 ASP

1 R 766 VAL

1 R 807 THR

1 R 808 GLU

1 R 821 LEU

1 R 850 LEU

1 R 867 LEU

1 R 868 VAL

1 R 892 GLN

1 R 895 LEU

1 R 900 LEU

1 R 958 LEU

1 R 961 LEU

1 R 967 LYS

1 R 971 LEU

1 R 972 LEU

1 R 978 LEU

1 R 987 LEU

1 R 995 LEU

1 R 1002 LEU

1 R 1023 LEU

1 R 1041 TYR

1 R 1073 LEU
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1 R 1104 LEU

1 R 1115 LEU

1 R1 6 HIS

1 R1 49 LEU

1 R1 61 VAL

1 R1 83 LEU

1 R1 90 LEU

1 R1 93 LYS

1 R1 102 VAL

1 R1 125 THR

1 R1 127 ILE

1 R1 160 LEU

1 R1 197 LEU

1 R1 200 LYS

1 R1 219 LYS

1 R1 244 SER

1 R1 245 THR

1 R1 248 VAL

1 R1 256 TYR

1 R1 269 VAL

1 R1 270 GLU

1 R1 277 THR

1 R1 278 ILE
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1 R1 292 THR

1 R1 314 LEU

1 R1 317 ASN

1 R1 327 ILE

1 R1 335 SER

1 R1 338 ASP

1 R1 379 ASN

1 R1 396 LEU

1 R1 424 GLN

1 R1 433 ILE

1 R1 531 THR

1 R1 537 ASN

1 R1 539 VAL

1 R1 541 PHE

1 R1 553 GLU

1 R1 556 LEU

1 R1 602 LEU

1 R1 605 ASP

1 R1 638 THR

1 R1 643 GLU

1 R1 649 ILE

1 R1 699 LEU

1 R1 705 GLN
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1 R1 709 GLU

1 R1 718 ASP

1 R1 766 VAL

1 R1 807 THR

1 R1 808 GLU

1 R1 821 LEU

1 R1 850 LEU

1 R1 867 LEU

1 R1 868 VAL

1 R1 892 GLN

1 R1 895 LEU

1 R1 900 LEU

1 R1 958 LEU

1 R1 961 LEU

1 R1 967 LYS

1 R1 971 LEU

1 R1 972 LEU

1 R1 978 LEU

1 R1 987 LEU

1 R1 995 LEU

1 R2 6 HIS

1 R2 49 LEU

1 R2 61 VAL
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1 R2 83 LEU

1 R2 90 LEU

1 R2 93 LYS

1 R2 102 VAL

1 R2 125 THR

1 R2 127 ILE

1 R2 160 LEU

1 R2 197 LEU

1 R2 200 LYS

1 R2 219 LYS

1 R2 244 SER

1 R2 245 THR

1 R2 248 VAL

1 R2 256 TYR

1 R2 269 VAL

1 R2 270 GLU

1 R2 277 THR

1 R2 278 ILE

1 R2 292 THR

1 R2 314 LEU

1 R2 317 ASN

1 R2 327 ILE

1 R2 335 SER
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1 R2 338 ASP

1 R2 379 ASN

1 R2 396 LEU

1 R2 424 GLN

1 R2 433 ILE

1 R2 461 LEU

1 R2 531 THR

1 R2 537 ASN

1 R2 539 VAL

1 R2 541 PHE

1 R2 553 GLU

1 R2 556 LEU

1 R2 602 LEU

1 R2 605 ASP

1 R2 638 THR

1 R2 643 GLU

1 R2 649 ILE

1 R2 699 LEU

1 R2 705 GLN

1 R2 709 GLU

1 R2 718 ASP

1 R2 766 VAL

1 R2 807 THR
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1 R2 808 GLU

1 R2 821 LEU

1 R2 850 LEU

1 R2 867 LEU

1 R2 868 VAL

1 R2 892 GLN

1 R2 895 LEU

1 R2 900 LEU

1 R2 958 LEU

1 R2 961 LEU

1 R2 967 LYS

1 R2 971 LEU

1 R2 972 LEU

1 R2 978 LEU

1 R2 987 LEU

1 R2 995 LEU

1 R3 6 HIS

1 R3 49 LEU

1 R3 61 VAL

1 R3 83 LEU

1 R3 90 LEU

1 R3 93 LYS

1 R3 102 VAL
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1 R3 125 THR

1 R3 127 ILE

1 R3 160 LEU

1 R3 197 LEU

1 R3 200 LYS

1 R3 219 LYS

1 R3 244 SER

1 R3 245 THR

1 R3 248 VAL

1 R3 256 TYR

1 R3 269 VAL

1 R3 270 GLU

1 R3 277 THR

1 R3 278 ILE

1 R3 292 THR

1 R3 314 LEU

1 R3 317 ASN

1 R3 327 ILE

1 R3 335 SER

1 R3 338 ASP

1 R3 379 ASN

1 R3 396 LEU

1 R3 424 GLN
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1 R3 433 ILE

1 R3 461 LEU

1 R3 531 THR

1 R3 537 ASN

1 R3 539 VAL

1 R3 541 PHE

1 R3 553 GLU

1 R3 556 LEU

1 R3 602 LEU

1 R3 605 ASP

1 R3 638 THR

1 R3 643 GLU

1 R3 649 ILE

1 R3 699 LEU

1 R3 705 GLN

1 R3 709 GLU

1 R3 718 ASP

1 R3 766 VAL

1 R3 807 THR

1 R3 808 GLU

1 R3 821 LEU

1 R3 850 LEU

1 R3 867 LEU
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1 R3 868 VAL

1 R3 892 GLN

1 R3 895 LEU

1 R3 900 LEU

1 R3 958 LEU

1 R3 961 LEU

1 R3 967 LYS

1 R3 971 LEU

1 R3 972 LEU

1 R3 978 LEU

1 R3 987 LEU

1 R3 995 LEU

1 R4 6 HIS

1 R4 49 LEU

1 R4 61 VAL

1 R4 83 LEU

1 R4 90 LEU

1 R4 93 LYS

1 R4 102 VAL

1 R4 125 THR

1 R4 127 ILE

1 R4 160 LEU

1 R4 197 LEU
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1 R4 200 LYS

1 R4 219 LYS

1 R4 244 SER

1 R4 245 THR

1 R4 248 VAL

1 R4 256 TYR

1 R4 269 VAL

1 R4 270 GLU

1 R4 277 THR

1 R4 278 ILE

1 R4 292 THR

1 R4 314 LEU

1 R4 317 ASN

1 R4 327 ILE

1 R4 335 SER

1 R4 338 ASP

1 R4 379 ASN

1 R4 396 LEU

1 R4 424 GLN

1 R4 433 ILE

1 R4 461 LEU

1 R4 531 THR

1 R4 537 ASN
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1 R4 539 VAL

1 R4 541 PHE

1 R4 553 GLU

1 R4 556 LEU

1 R4 602 LEU

1 R4 605 ASP

1 R4 638 THR

1 R4 643 GLU

1 R4 649 ILE

1 R4 699 LEU

1 R4 705 GLN

1 R4 709 GLU

1 R4 718 ASP

1 R4 766 VAL

1 R4 807 THR

1 R4 808 GLU

1 R4 821 LEU

1 R4 850 LEU

1 R4 867 LEU

1 R4 868 VAL

1 R4 892 GLN

1 R4 895 LEU

1 R4 900 LEU

Model ID Chain Residue ID Residue type

108 of 430

IM Structure Validation Report



1 R4 958 LEU

1 R4 961 LEU

1 R4 967 LYS

1 R4 971 LEU

1 R4 972 LEU

1 R4 978 LEU

1 R4 987 LEU

1 R4 995 LEU

1 R5 6 HIS

1 R5 49 LEU

1 R5 61 VAL

1 R5 83 LEU

1 R5 90 LEU

1 R5 93 LYS

1 R5 102 VAL

1 R5 125 THR

1 R5 127 ILE

1 R5 160 LEU

1 R5 197 LEU

1 R5 200 LYS

1 R5 219 LYS

1 R5 244 SER

1 R5 245 THR
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1 R5 248 VAL

1 R5 256 TYR

1 R5 269 VAL

1 R5 270 GLU

1 R5 277 THR

1 R5 278 ILE

1 R5 292 THR

1 R5 314 LEU

1 R5 317 ASN

1 R5 327 ILE

1 R5 335 SER

1 R5 338 ASP

1 R5 379 ASN

1 R5 396 LEU

1 R5 424 GLN

1 R5 433 ILE

1 R5 531 THR

1 R5 537 ASN

1 R5 539 VAL

1 R5 541 PHE

1 R5 553 GLU

1 R5 556 LEU

1 R5 602 LEU
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1 R5 605 ASP

1 R5 638 THR

1 R5 643 GLU

1 R5 649 ILE

1 R5 699 LEU

1 R5 705 GLN

1 R5 709 GLU

1 R5 718 ASP

1 R5 766 VAL

1 R5 807 THR

1 R5 808 GLU

1 R5 821 LEU

1 R5 850 LEU

1 R5 867 LEU

1 R5 868 VAL

1 R5 892 GLN

1 R5 895 LEU

1 R5 900 LEU

1 R5 958 LEU

1 R5 961 LEU

1 R5 967 LYS

1 R5 971 LEU

1 R5 972 LEU
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1 R5 978 LEU

1 R5 987 LEU

1 R5 995 LEU

1 R6 6 HIS

1 R6 49 LEU

1 R6 61 VAL

1 R6 83 LEU

1 R6 90 LEU

1 R6 93 LYS

1 R6 102 VAL

1 R6 125 THR

1 R6 127 ILE

1 R6 160 LEU

1 R6 197 LEU

1 R6 200 LYS

1 R6 219 LYS

1 R6 244 SER

1 R6 245 THR

1 R6 248 VAL

1 R6 256 TYR

1 R6 269 VAL

1 R6 270 GLU

1 R6 277 THR
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1 R6 278 ILE

1 R6 292 THR

1 R6 314 LEU

1 R6 317 ASN

1 R6 327 ILE

1 R6 335 SER

1 R6 338 ASP

1 R6 379 ASN

1 R6 396 LEU

1 R6 424 GLN

1 R6 433 ILE

1 R6 531 THR

1 R6 537 ASN

1 R6 539 VAL

1 R6 541 PHE

1 R6 553 GLU

1 R6 556 LEU

1 R6 602 LEU

1 R6 605 ASP

1 R6 638 THR

1 R6 643 GLU

1 R6 649 ILE

1 R6 699 LEU
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1 R6 705 GLN

1 R6 709 GLU

1 R6 718 ASP

1 R6 766 VAL

1 R6 807 THR

1 R6 808 GLU

1 R6 821 LEU

1 R6 850 LEU

1 R6 867 LEU

1 R6 868 VAL

1 R6 892 GLN

1 R6 895 LEU

1 R6 900 LEU

1 R6 958 LEU

1 R6 961 LEU

1 R6 967 LYS

1 R6 971 LEU

1 R6 972 LEU

1 R6 978 LEU

1 R6 987 LEU

1 R6 995 LEU

1 R7 6 HIS

1 R7 49 LEU
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1 R7 61 VAL

1 R7 83 LEU

1 R7 90 LEU

1 R7 93 LYS

1 R7 102 VAL

1 R7 125 THR

1 R7 127 ILE

1 R7 160 LEU

1 R7 197 LEU

1 R7 200 LYS

1 R7 219 LYS

1 R7 244 SER

1 R7 245 THR

1 R7 248 VAL

1 R7 256 TYR

1 R7 269 VAL

1 R7 270 GLU

1 R7 277 THR

1 R7 278 ILE

1 R7 292 THR

1 R7 314 LEU

1 R7 317 ASN

1 R7 327 ILE
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1 R7 335 SER

1 R7 338 ASP

1 R7 379 ASN

1 R7 396 LEU

1 R7 424 GLN

1 R7 433 ILE

1 R7 461 LEU

1 R7 531 THR

1 R7 537 ASN

1 R7 539 VAL

1 R7 541 PHE

1 R7 553 GLU

1 R7 556 LEU

1 R7 602 LEU

1 R7 605 ASP

1 R7 638 THR

1 R7 643 GLU

1 R7 649 ILE

1 R7 699 LEU

1 R7 705 GLN

1 R7 709 GLU

1 R7 718 ASP

1 R7 766 VAL

Model ID Chain Residue ID Residue type

116 of 430

IM Structure Validation Report



1 R7 807 THR

1 R7 808 GLU

1 R7 821 LEU

1 R7 850 LEU

1 R7 867 LEU

1 R7 868 VAL

1 R7 892 GLN

1 R7 895 LEU

1 R7 900 LEU

1 R7 958 LEU

1 R7 961 LEU

1 R7 967 LYS

1 R7 971 LEU

1 R7 972 LEU

1 R7 978 LEU

1 R7 987 LEU

1 R7 995 LEU

1 R8 6 HIS

1 R8 49 LEU

1 R8 61 VAL

1 R8 83 LEU

1 R8 90 LEU

1 R8 93 LYS
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1 R8 102 VAL

1 R8 125 THR

1 R8 127 ILE

1 R8 160 LEU

1 R8 197 LEU

1 R8 200 LYS

1 R8 219 LYS

1 R8 244 SER

1 R8 245 THR

1 R8 248 VAL

1 R8 256 TYR

1 R8 269 VAL

1 R8 270 GLU

1 R8 277 THR

1 R8 278 ILE

1 R8 292 THR

1 R8 314 LEU

1 R8 317 ASN

1 R8 327 ILE

1 R8 335 SER

1 R8 338 ASP

1 R8 379 ASN

1 R8 396 LEU
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1 R8 424 GLN

1 R8 433 ILE

1 R8 531 THR

1 R8 537 ASN

1 R8 539 VAL

1 R8 541 PHE

1 R8 553 GLU

1 R8 556 LEU

1 R8 602 LEU

1 R8 605 ASP

1 R8 638 THR

1 R8 643 GLU

1 R8 649 ILE

1 R8 699 LEU

1 R8 705 GLN

1 R8 709 GLU

1 R8 718 ASP

1 R8 766 VAL

1 R8 807 THR

1 R8 808 GLU

1 R8 821 LEU

1 R8 850 LEU

1 R8 867 LEU
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1 R8 868 VAL

1 R8 892 GLN

1 R8 895 LEU

1 R8 900 LEU

1 R8 958 LEU

1 R8 961 LEU

1 R8 967 LYS

1 R8 971 LEU

1 R8 972 LEU

1 R8 978 LEU

1 R8 987 LEU

1 R8 995 LEU

1 R9 6 HIS

1 R9 49 LEU

1 R9 61 VAL

1 R9 83 LEU

1 R9 90 LEU

1 R9 93 LYS

1 R9 102 VAL

1 R9 125 THR

1 R9 127 ILE

1 R9 160 LEU

1 R9 197 LEU
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1 R9 200 LYS

1 R9 219 LYS

1 R9 244 SER

1 R9 245 THR

1 R9 248 VAL

1 R9 256 TYR

1 R9 269 VAL

1 R9 270 GLU

1 R9 277 THR

1 R9 278 ILE

1 R9 292 THR

1 R9 314 LEU

1 R9 317 ASN

1 R9 327 ILE

1 R9 335 SER

1 R9 338 ASP

1 R9 379 ASN

1 R9 396 LEU

1 R9 424 GLN

1 R9 433 ILE

1 R9 531 THR

1 R9 537 ASN

1 R9 539 VAL
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1 R9 541 PHE

1 R9 553 GLU

1 R9 556 LEU

1 R9 602 LEU

1 R9 605 ASP

1 R9 638 THR

1 R9 643 GLU

1 R9 649 ILE

1 R9 699 LEU

1 R9 705 GLN

1 R9 709 GLU

1 R9 718 ASP

1 R9 766 VAL

1 R9 807 THR

1 R9 808 GLU

1 R9 821 LEU

1 R9 850 LEU

1 R9 867 LEU

1 R9 868 VAL

1 R9 892 GLN

1 R9 895 LEU

1 R9 900 LEU

1 R9 958 LEU
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1 R9 961 LEU

1 R9 967 LYS

1 R9 971 LEU

1 R9 972 LEU

1 R9 978 LEU

1 R9 987 LEU

1 R9 995 LEU

1 R 10 HIS

1 R 10 LEU

1 R 10 VAL

1 R 10 LEU

1 R 10 LEU

1 R 10 LYS

1 R 10 VAL

1 R 10 THR

1 R 10 ILE

1 R 10 LEU

1 R 10 LEU

1 R 10 LYS

1 R 10 LYS

1 R 10 SER

1 R 10 THR

1 R 10 VAL
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1 R 10 TYR

1 R 10 VAL

1 R 10 GLU

1 R 10 THR

1 R 10 ILE

1 R 10 THR

1 R 10 LEU

1 R 10 ASN

1 R 10 ILE

1 R 10 SER

1 R 10 ASP

1 R 10 ASN

1 R 10 LEU

1 R 10 GLN

1 R 10 ILE

1 R 10 LEU

1 R 10 THR

1 R 10 ASN

1 R 10 VAL

1 R 10 PHE

1 R 10 GLU

1 R 10 LEU

1 R 10 LEU
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1 R 10 ASP

1 R 10 THR

1 R 10 GLU

1 R 10 ILE

1 R 10 LEU

1 R 10 GLN

1 R 10 GLU

1 R 10 ASP

1 R 10 VAL

1 R 10 THR

1 R 10 GLU

1 R 10 LEU

1 R 10 LEU

1 R 10 LEU

1 R 10 VAL

1 R 10 GLN

1 R 10 LEU

1 R 10 LEU

1 R 10 LEU

1 R 10 LEU

1 R 10 LYS

1 R 10 LEU

1 R 10 LEU
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1 R 10 LEU

1 R 10 LEU

1 R 10 LEU

1 R 11 HIS

1 R 11 LEU

1 R 11 VAL

1 R 11 LEU

1 R 11 LEU

1 R 11 LYS

1 R 11 VAL

1 R 11 THR

1 R 11 ILE

1 R 11 LEU

1 R 11 LEU

1 R 11 LYS

1 R 11 LYS

1 R 11 SER

1 R 11 THR

1 R 11 VAL

1 R 11 TYR

1 R 11 VAL

1 R 11 GLU

1 R 11 THR
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1 R 11 ILE

1 R 11 THR

1 R 11 LEU

1 R 11 ASN

1 R 11 ILE

1 R 11 SER

1 R 11 ASP

1 R 11 ASN

1 R 11 LEU

1 R 11 GLN

1 R 11 ILE

1 R 11 LEU

1 R 11 THR

1 R 11 ASN

1 R 11 VAL

1 R 11 PHE

1 R 11 GLU

1 R 11 LEU

1 R 11 LEU

1 R 11 ASP

1 R 11 THR

1 R 11 GLU

1 R 11 ILE
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1 R 11 LEU

1 R 11 GLN

1 R 11 GLU

1 R 11 ASP

1 R 11 VAL

1 R 11 THR

1 R 11 GLU

1 R 11 LEU

1 R 11 LEU

1 R 11 LEU

1 R 11 VAL

1 R 11 GLN

1 R 11 LEU

1 R 11 LEU

1 R 11 LEU

1 R 11 LEU

1 R 11 LYS

1 R 11 LEU

1 R 11 LEU

1 R 11 LEU

1 R 11 LEU

1 R 11 LEU

1 R 12 HIS
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1 R 12 LEU

1 R 12 VAL

1 R 12 LEU

1 R 12 LEU

1 R 12 LYS

1 R 12 VAL

1 R 12 THR

1 R 12 ILE

1 R 12 LEU

1 R 12 LEU

1 R 12 LYS

1 R 12 LYS

1 R 12 SER

1 R 12 THR

1 R 12 VAL

1 R 12 TYR

1 R 12 VAL

1 R 12 GLU

1 R 12 THR

1 R 12 ILE

1 R 12 THR

1 R 12 LEU

1 R 12 ASN
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1 R 12 ILE

1 R 12 SER

1 R 12 ASP

1 R 12 ASN

1 R 12 LEU

1 R 12 GLN

1 R 12 ILE

1 R 12 THR

1 R 12 ASN

1 R 12 VAL

1 R 12 PHE

1 R 12 GLU

1 R 12 LEU

1 R 12 LEU

1 R 12 ASP

1 R 12 THR

1 R 12 GLU

1 R 12 ILE

1 R 12 LEU

1 R 12 GLN

1 R 12 GLU

1 R 12 ASP

1 R 12 VAL

Model ID Chain Residue ID Residue type

130 of 430

IM Structure Validation Report



1 R 12 THR

1 R 12 GLU

1 R 12 LEU

1 R 12 LEU

1 R 12 LEU

1 R 12 VAL

1 R 12 GLN

1 R 12 LEU

1 R 12 LEU

1 R 12 LEU

1 R 12 LEU

1 R 12 LYS

1 R 12 LEU

1 R 12 LEU

1 R 12 LEU

1 R 12 LEU

1 R 12 LEU

1 R 13 HIS

1 R 13 LEU

1 R 13 VAL

1 R 13 LEU

1 R 13 LEU

1 R 13 LYS
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1 R 13 VAL

1 R 13 THR

1 R 13 ILE

1 R 13 LEU

1 R 13 LEU

1 R 13 LYS

1 R 13 LYS

1 R 13 SER

1 R 13 THR

1 R 13 VAL

1 R 13 TYR

1 R 13 VAL

1 R 13 GLU

1 R 13 THR

1 R 13 ILE

1 R 13 THR

1 R 13 LEU

1 R 13 ASN

1 R 13 ILE

1 R 13 SER

1 R 13 ASP

1 R 13 ASN

1 R 13 LEU
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1 R 13 GLN

1 R 13 ILE

1 R 13 THR

1 R 13 ASN

1 R 13 VAL

1 R 13 PHE

1 R 13 GLU

1 R 13 LEU

1 R 13 LEU

1 R 13 ASP

1 R 13 THR

1 R 13 GLU

1 R 13 ILE

1 R 13 LEU

1 R 13 GLN

1 R 13 GLU

1 R 13 ASP

1 R 13 VAL

1 R 13 THR

1 R 13 GLU

1 R 13 LEU

1 R 13 LEU

1 R 13 LEU
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1 R 13 VAL

1 R 13 GLN

1 R 13 LEU

1 R 13 LEU

1 R 13 LEU

1 R 13 LEU

1 R 13 LYS

1 R 13 LEU

1 R 13 LEU

1 R 13 LEU

1 R 13 LEU

1 R 13 LEU

1 R 14 HIS

1 R 14 LEU

1 R 14 VAL

1 R 14 LEU

1 R 14 LEU

1 R 14 LYS

1 R 14 VAL

1 R 14 THR

1 R 14 ILE

1 R 14 LEU

1 R 14 LEU
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1 R 14 LYS

1 R 14 LYS

1 R 14 SER

1 R 14 THR

1 R 14 VAL

1 R 14 TYR

1 R 14 VAL

1 R 14 GLU

1 R 14 THR

1 R 14 ILE

1 R 14 THR

1 R 14 LEU

1 R 14 ASN

1 R 14 ILE

1 R 14 SER

1 R 14 ASP

1 R 14 ASN

1 R 14 LEU

1 R 14 GLN

1 R 14 ILE

1 R 14 THR

1 R 14 ASN

1 R 14 VAL
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1 R 14 PHE

1 R 14 GLU

1 R 14 LEU

1 R 14 LEU

1 R 14 ASP

1 R 14 THR

1 R 14 GLU

1 R 14 ILE

1 R 14 LEU

1 R 14 GLN

1 R 14 GLU

1 R 14 ASP

1 R 14 VAL

1 R 14 THR

1 R 14 GLU

1 R 14 LEU

1 R 14 LEU

1 R 14 LEU

1 R 14 VAL

1 R 14 GLN

1 R 14 LEU

1 R 14 LEU

1 R 14 LEU
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1 R 14 LEU

1 R 14 LYS

1 R 14 LEU

1 R 14 LEU

1 R 14 LEU

1 R 14 LEU

1 R 15 HIS

1 R 15 LEU

1 R 15 VAL

1 R 15 LEU

1 R 15 LEU

1 R 15 LYS

1 R 15 VAL

1 R 15 THR

1 R 15 ILE

1 R 15 LEU

1 R 15 LEU

1 R 15 LYS

1 R 15 LYS

1 R 15 SER

1 R 15 THR

1 R 15 VAL

1 R 15 TYR
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1 R 15 VAL

1 R 15 GLU

1 R 15 THR

1 R 15 ILE

1 R 15 THR

1 R 15 LEU

1 R 15 ASN

1 R 15 ILE

1 R 15 SER

1 R 15 ASP

1 R 15 ASN

1 R 15 LEU

1 R 15 GLN

1 R 15 ILE

1 R 15 THR

1 R 15 ASN

1 R 15 VAL

1 R 15 PHE

1 R 15 GLU

1 R 15 LEU

1 R 15 LEU

1 R 15 ASP

1 R 15 THR
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1 R 15 GLU

1 R 15 ILE

1 R 15 LEU

1 R 15 GLN

1 R 15 GLU

1 R 15 ASP

1 R 15 VAL

1 R 15 THR

1 R 15 GLU

1 R 15 LEU

1 R 15 LEU

1 R 15 LEU

1 R 15 VAL

1 R 15 GLN

1 R 15 LEU

1 R 15 LEU

1 R 15 LEU

1 R 15 LEU

1 R 15 LYS

1 R 15 LEU

1 R 15 LEU

1 R 15 LEU

1 R 15 LEU
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1 R 15 LEU

1 R 16 HIS

1 R 16 LEU

1 R 16 VAL

1 R 16 LEU

1 R 16 LEU

1 R 16 LYS

1 R 16 VAL

1 R 16 THR

1 R 16 ILE

1 R 16 LEU

1 R 16 LEU

1 R 16 LYS

1 R 16 LYS

1 R 16 SER

1 R 16 THR

1 R 16 VAL

1 R 16 TYR

1 R 16 VAL

1 R 16 GLU

1 R 16 THR

1 R 16 ILE

1 R 16 THR
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1 R 16 LEU

1 R 16 ASN

1 R 16 ILE

1 R 16 SER

1 R 16 ASP

1 R 16 ASN

1 R 16 LEU

1 R 16 GLN

1 R 16 ILE

1 R 16 THR

1 R 16 ASN

1 R 16 VAL

1 R 16 PHE

1 R 16 GLU

1 R 16 LEU

1 R 16 LEU

1 R 16 ASP

1 R 16 THR

1 R 16 GLU

1 R 16 ILE

1 R 16 LEU

1 R 16 GLN

1 R 16 GLU
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1 R 16 ASP

1 R 16 VAL

1 R 16 THR

1 R 16 GLU

1 R 16 LEU

1 R 16 LEU

1 R 16 LEU

1 R 16 VAL

1 R 16 GLN

1 R 16 LEU

1 R 16 LEU

1 R 16 LEU

1 R 16 LEU

1 R 16 LYS

1 R 16 LEU

1 R 16 LEU

1 R 16 LEU

1 R 16 LEU

1 R 16 LEU

1 R 17 HIS

1 R 17 LEU

1 R 17 VAL

1 R 17 LEU
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1 R 17 LEU

1 R 17 LYS

1 R 17 VAL

1 R 17 THR

1 R 17 ILE

1 R 17 LEU

1 R 17 LEU

1 R 17 LYS

1 R 17 LYS

1 R 17 SER

1 R 17 THR

1 R 17 VAL

1 R 17 TYR

1 R 17 VAL

1 R 17 GLU

1 R 17 THR

1 R 17 ILE

1 R 17 THR

1 R 17 LEU

1 R 17 ASN

1 R 17 ILE

1 R 17 SER

1 R 17 ASP
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1 R 17 ASN

1 R 17 LEU

1 R 17 GLN

1 R 17 ILE

1 R 17 THR

1 R 17 ASN

1 R 17 VAL

1 R 17 PHE

1 R 17 GLU

1 R 17 LEU

1 R 17 LEU

1 R 17 ASP

1 R 17 THR

1 R 17 GLU

1 R 17 ILE

1 R 17 LEU

1 R 17 GLN

1 R 17 GLU

1 R 17 ASP

1 R 17 VAL

1 R 17 THR

1 R 17 GLU

1 R 17 LEU
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1 R 17 LEU

1 R 17 LEU

1 R 17 VAL

1 R 17 GLN

1 R 17 LEU

1 R 17 LEU

1 R 17 LEU

1 R 17 LEU

1 R 17 LYS

1 R 17 LEU

1 R 17 LEU

1 R 17 LEU

1 R 17 LEU

1 R 17 LEU

1 R 18 HIS

1 R 18 LEU

1 R 18 VAL

1 R 18 LEU

1 R 18 LEU

1 R 18 LYS

1 R 18 VAL

1 R 18 THR

1 R 18 ILE
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1 R 18 LEU

1 R 18 LEU

1 R 18 LYS

1 R 18 LYS

1 R 18 SER

1 R 18 THR

1 R 18 VAL

1 R 18 TYR

1 R 18 VAL

1 R 18 GLU

1 R 18 THR

1 R 18 ILE

1 R 18 THR

1 R 18 LEU

1 R 18 ASN

1 R 18 ILE

1 R 18 SER

1 R 18 ASP

1 R 18 ASN

1 R 18 LEU

1 R 18 GLN

1 R 18 ILE

1 R 18 THR
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1 R 18 ASN

1 R 18 VAL

1 R 18 PHE

1 R 18 GLU

1 R 18 LEU

1 R 18 LEU

1 R 18 ASP

1 R 18 THR

1 R 18 GLU

1 R 18 ILE

1 R 18 LEU

1 R 18 GLN

1 R 18 GLU

1 R 18 ASP

1 R 18 VAL

1 R 18 THR

1 R 18 GLU

1 R 18 LEU

1 R 18 LEU

1 R 18 LEU

1 R 18 VAL

1 R 18 GLN

1 R 18 LEU
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1 R 18 LEU

1 R 18 LEU

1 R 18 LEU

1 R 18 LYS

1 R 18 LEU

1 R 18 LEU

1 R 18 LEU

1 R 18 LEU

1 R 18 LEU

1 R 19 HIS

1 R 19 LEU

1 R 19 VAL

1 R 19 LEU

1 R 19 LEU

1 R 19 LYS

1 R 19 VAL

1 R 19 THR

1 R 19 ILE

1 R 19 LEU

1 R 19 LEU

1 R 19 LYS

1 R 19 LYS

1 R 19 SER
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1 R 19 THR

1 R 19 VAL

1 R 19 TYR

1 R 19 VAL

1 R 19 GLU

1 R 19 THR

1 R 19 ILE

1 R 19 THR

1 R 19 LEU

1 R 19 ASN

1 R 19 ILE

1 R 19 SER

1 R 19 ASP

1 R 19 ASN

1 R 19 LEU

1 R 19 GLN

1 R 19 ILE

1 R 19 THR

1 R 19 ASN

1 R 19 VAL

1 R 19 PHE

1 R 19 GLU

1 R 19 LEU
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1 R 19 LEU

1 R 19 ASP

1 R 19 THR

1 R 19 GLU

1 R 19 ILE

1 R 19 LEU

1 R 19 GLN

1 R 19 GLU

1 R 19 ASP

1 R 19 VAL

1 R 19 THR

1 R 19 GLU

1 R 19 LEU

1 R 19 LEU

1 R 19 LEU

1 R 19 VAL

1 R 19 GLN

1 R 19 LEU

1 R 19 LEU

1 R 19 LEU

1 R 19 LEU

1 R 19 LYS

1 R 19 LEU
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1 R 19 LEU

1 R 19 LEU

1 R 19 LEU

1 R 19 LEU

1 R 20 HIS

1 R 20 LEU

1 R 20 VAL

1 R 20 LEU

1 R 20 LEU

1 R 20 LYS

1 R 20 VAL

1 R 20 THR

1 R 20 ILE

1 R 20 LEU

1 R 20 LEU

1 R 20 LYS

1 R 20 LYS

1 R 20 SER

1 R 20 THR

1 R 20 VAL

1 R 20 TYR

1 R 20 VAL

1 R 20 GLU
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1 R 20 THR

1 R 20 ILE

1 R 20 THR

1 R 20 LEU

1 R 20 ASN

1 R 20 ILE

1 R 20 SER

1 R 20 ASP

1 R 20 ASN

1 R 20 LEU

1 R 20 GLN

1 R 20 ILE

1 R 20 THR

1 R 20 ASN

1 R 20 VAL

1 R 20 PHE

1 R 20 GLU

1 R 20 LEU

1 R 20 LEU

1 R 20 ASP

1 R 20 THR

1 R 20 GLU

1 R 20 ILE
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1 R 20 LEU

1 R 20 GLN

1 R 20 GLU

1 R 20 ASP

1 R 20 VAL

1 R 20 THR

1 R 20 GLU

1 R 20 LEU

1 R 20 LEU

1 R 20 LEU

1 R 20 VAL

1 R 20 GLN

1 R 20 LEU

1 R 20 LEU

1 R 20 LEU

1 R 20 LEU

1 R 20 LYS

1 R 20 LEU

1 R 20 LEU

1 R 20 LEU

1 R 20 LEU

1 R 20 LEU

1 R 21 HIS
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1 R 21 LEU

1 R 21 VAL

1 R 21 LEU

1 R 21 LEU

1 R 21 LYS

1 R 21 VAL

1 R 21 THR

1 R 21 ILE

1 R 21 LEU

1 R 21 LEU

1 R 21 LYS

1 R 21 LYS

1 R 21 SER

1 R 21 THR

1 R 21 VAL

1 R 21 TYR

1 R 21 VAL

1 R 21 GLU

1 R 21 THR

1 R 21 ILE

1 R 21 THR

1 R 21 LEU

1 R 21 ASN
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1 R 21 ILE

1 R 21 SER

1 R 21 ASP

1 R 21 ASN

1 R 21 LEU

1 R 21 GLN

1 R 21 ILE

1 R 21 THR

1 R 21 ASN

1 R 21 VAL

1 R 21 PHE

1 R 21 GLU

1 R 21 LEU

1 R 21 LEU

1 R 21 ASP

1 R 21 THR

1 R 21 GLU

1 R 21 ILE

1 R 21 LEU

1 R 21 GLN

1 R 21 GLU

1 R 21 ASP

1 R 21 VAL
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1 R 21 THR

1 R 21 GLU

1 R 21 LEU

1 R 21 LEU

1 R 21 LEU

1 R 21 VAL

1 R 21 GLN

1 R 21 LEU

1 R 21 LEU

1 R 21 LEU

1 R 21 LEU

1 R 21 LYS

1 R 21 LEU

1 R 21 LEU

1 R 21 LEU

1 R 21 LEU

1 R 21 LEU

1 R 22 HIS

1 R 22 LEU

1 R 22 VAL

1 R 22 LEU

1 R 22 LEU

1 R 22 LYS
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1 R 22 VAL

1 R 22 THR

1 R 22 ILE

1 R 22 LEU

1 R 22 LEU

1 R 22 LYS

1 R 22 LYS

1 R 22 SER

1 R 22 THR

1 R 22 VAL

1 R 22 TYR

1 R 22 VAL

1 R 22 GLU

1 R 22 THR

1 R 22 ILE

1 R 22 THR

1 R 22 LEU

1 R 22 ASN

1 R 22 ILE

1 R 22 SER

1 R 22 ASP

1 R 22 ASN

1 R 22 LEU
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1 R 22 GLN

1 R 22 ILE

1 R 22 THR

1 R 22 ASN

1 R 22 VAL

1 R 22 PHE

1 R 22 GLU

1 R 22 LEU

1 R 22 LEU

1 R 22 ASP

1 R 22 THR

1 R 22 GLU

1 R 22 ILE

1 R 22 LEU

1 R 22 GLN

1 R 22 GLU

1 R 22 ASP

1 R 22 VAL

1 R 22 THR

1 R 22 GLU

1 R 22 LEU

1 R 22 LEU

1 R 22 LEU
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1 R 22 VAL

1 R 22 GLN

1 R 22 LEU

1 R 22 LEU

1 R 22 LEU

1 R 22 LEU

1 R 22 LYS

1 R 22 LEU

1 R 22 LEU

1 R 22 LEU

1 R 22 LEU

1 R 22 LEU

1 R 23 HIS

1 R 23 LEU

1 R 23 VAL

1 R 23 LEU

1 R 23 LEU

1 R 23 LYS

1 R 23 VAL

1 R 23 THR

1 R 23 ILE

1 R 23 LEU

1 R 23 LEU
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1 R 23 LYS

1 R 23 LYS

1 R 23 SER

1 R 23 THR

1 R 23 VAL

1 R 23 TYR

1 R 23 VAL

1 R 23 GLU

1 R 23 THR

1 R 23 ILE

1 R 23 THR

1 R 23 LEU

1 R 23 ASN

1 R 23 ILE

1 R 23 SER

1 R 23 ASP

1 R 23 ASN

1 R 23 LEU

1 R 23 GLN

1 R 23 ILE

1 R 23 THR

1 R 23 ASN

1 R 23 VAL
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1 R 23 PHE

1 R 23 GLU

1 R 23 LEU

1 R 23 LEU

1 R 23 ASP

1 R 23 THR

1 R 23 GLU

1 R 23 ILE

1 R 23 LEU

1 R 23 GLN

1 R 23 GLU

1 R 23 ASP

1 R 23 VAL

1 R 23 THR

1 R 23 GLU

1 R 23 LEU

1 R 23 LEU

1 R 23 LEU

1 R 23 VAL

1 R 23 GLN

1 R 23 LEU

1 R 23 LEU

1 R 23 LEU
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1 R 23 LEU

1 R 23 LYS

1 R 23 LEU

1 R 23 LEU

1 R 23 LEU

1 R 23 LEU

1 R 23 LEU

1 S 31 LEU

1 S 54 THR

1 S 61 LEU

1 S 119 GLU

1 S 131 SER

1 S 170 ARG

1 S 173 ASP

1 S 202 VAL

1 S 215 THR

1 S 246 CYS

1 S 248 SER

1 S 255 LEU

1 S 264 ASP

1 S 279 ARG

1 S 297 LYS

1 S 302 ASN
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1 S 303 LEU

1 S 316 LEU

1 S 346 GLU

1 S 354 ILE

1 S 368 ASP

1 S1 31 LEU

1 S1 54 THR

1 S1 61 LEU

1 S1 119 GLU

1 S1 131 SER

1 S1 170 ARG

1 S1 173 ASP

1 S1 202 VAL

1 S1 215 THR

1 S1 246 CYS

1 S1 248 SER

1 S1 255 LEU

1 S1 264 ASP

1 S1 279 ARG

1 S1 297 LYS

1 S1 302 ASN

1 S1 303 LEU

1 S1 316 LEU
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1 S1 346 GLU

1 S1 354 ILE

1 S1 368 ASP

1 S2 31 LEU

1 S2 54 THR

1 S2 61 LEU

1 S2 119 GLU

1 S2 131 SER

1 S2 170 ARG

1 S2 173 ASP

1 S2 202 VAL

1 S2 215 THR

1 S2 246 CYS

1 S2 248 SER

1 S2 255 LEU

1 S2 264 ASP

1 S2 279 ARG

1 S2 297 LYS

1 S2 302 ASN

1 S2 303 LEU

1 S2 316 LEU

1 S2 346 GLU

1 S2 354 ILE
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1 S2 368 ASP

1 S3 31 LEU

1 S3 54 THR

1 S3 61 LEU

1 S3 119 GLU

1 S3 131 SER

1 S3 170 ARG

1 S3 173 ASP

1 S3 202 VAL

1 S3 215 THR

1 S3 246 CYS

1 S3 248 SER

1 S3 255 LEU

1 S3 264 ASP

1 S3 279 ARG

1 S3 297 LYS

1 S3 302 ASN

1 S3 303 LEU

1 S3 316 LEU

1 S3 346 GLU

1 S3 354 ILE

1 S3 368 ASP

1 S4 31 LEU
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1 S4 54 THR

1 S4 61 LEU

1 S4 119 GLU

1 S4 131 SER

1 S4 170 ARG

1 S4 173 ASP

1 S4 202 VAL

1 S4 215 THR

1 S4 246 CYS

1 S4 248 SER

1 S4 255 LEU

1 S4 264 ASP

1 S4 279 ARG

1 S4 297 LYS

1 S4 302 ASN

1 S4 303 LEU

1 S4 316 LEU

1 S4 346 GLU

1 S4 354 ILE

1 S4 368 ASP

1 S5 31 LEU

1 S5 54 THR

1 S5 61 LEU
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1 S5 119 GLU

1 S5 131 SER

1 S5 170 ARG

1 S5 173 ASP

1 S5 202 VAL

1 S5 215 THR

1 S5 246 CYS

1 S5 248 SER

1 S5 255 LEU

1 S5 264 ASP

1 S5 279 ARG

1 S5 297 LYS

1 S5 302 ASN

1 S5 303 LEU

1 S5 316 LEU

1 S5 346 GLU

1 S5 354 ILE

1 S5 368 ASP

1 S6 31 LEU

1 S6 54 THR

1 S6 61 LEU

1 S6 119 GLU

1 S6 131 SER
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1 S6 170 ARG

1 S6 173 ASP

1 S6 202 VAL

1 S6 215 THR

1 S6 246 CYS

1 S6 248 SER

1 S6 255 LEU

1 S6 264 ASP

1 S6 279 ARG

1 S6 297 LYS

1 S6 302 ASN

1 S6 303 LEU

1 S6 316 LEU

1 S6 346 GLU

1 S6 354 ILE

1 S6 368 ASP

1 S7 31 LEU

1 S7 54 THR

1 S7 61 LEU

1 S7 119 GLU

1 S7 131 SER

1 S7 170 ARG

1 S7 173 ASP
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1 S7 202 VAL

1 S7 215 THR

1 S7 246 CYS

1 S7 248 SER

1 S7 255 LEU

1 S7 264 ASP

1 S7 279 ARG

1 S7 297 LYS

1 S7 302 ASN

1 S7 303 LEU

1 S7 316 LEU

1 S7 346 GLU

1 S7 354 ILE

1 S7 368 ASP

1 S8 31 LEU

1 S8 54 THR

1 S8 61 LEU

1 S8 119 GLU

1 S8 131 SER

1 S8 170 ARG

1 S8 173 ASP

1 S8 202 VAL

1 S8 215 THR
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1 S8 246 CYS

1 S8 248 SER

1 S8 255 LEU

1 S8 264 ASP

1 S8 279 ARG

1 S8 297 LYS

1 S8 302 ASN

1 S8 303 LEU

1 S8 316 LEU

1 S8 346 GLU

1 S8 354 ILE

1 S8 368 ASP

1 S9 31 LEU

1 S9 54 THR

1 S9 61 LEU

1 S9 119 GLU

1 S9 131 SER

1 S9 170 ARG

1 S9 173 ASP

1 S9 202 VAL

1 S9 215 THR

1 S9 246 CYS

1 S9 248 SER
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1 S9 255 LEU

1 S9 264 ASP

1 S9 279 ARG

1 S9 297 LYS

1 S9 302 ASN

1 S9 303 LEU

1 S9 316 LEU

1 S9 346 GLU

1 S9 354 ILE

1 S9 368 ASP

1 S 10 LEU

1 S 10 THR

1 S 10 LEU

1 S 10 GLU

1 S 10 SER

1 S 10 ARG

1 S 10 ASP

1 S 10 VAL

1 S 10 THR

1 S 10 CYS

1 S 10 SER

1 S 10 LEU

1 S 10 ASP
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1 S 10 ARG

1 S 10 LYS

1 S 10 ASN

1 S 10 LEU

1 S 10 LEU

1 S 10 GLU

1 S 10 ILE

1 S 10 ASP

1 S 11 LEU

1 S 11 THR

1 S 11 LEU

1 S 11 GLU

1 S 11 SER

1 S 11 ARG

1 S 11 ASP

1 S 11 VAL

1 S 11 THR

1 S 11 CYS

1 S 11 SER

1 S 11 LEU

1 S 11 ASP

1 S 11 ARG

1 S 11 LYS
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1 S 11 ASN

1 S 11 LEU

1 S 11 LEU

1 S 11 GLU

1 S 11 ILE

1 S 11 ASP

1 S 12 LEU

1 S 12 THR

1 S 12 LEU

1 S 12 GLU

1 S 12 SER

1 S 12 ARG

1 S 12 ASP

1 S 12 VAL

1 S 12 THR

1 S 12 CYS

1 S 12 SER

1 S 12 LEU

1 S 12 ASP

1 S 12 ARG

1 S 12 LYS

1 S 12 ASN

1 S 12 LEU
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1 S 12 LEU

1 S 12 GLU

1 S 12 ILE

1 S 12 ASP

1 S 13 LEU

1 S 13 THR

1 S 13 LEU

1 S 13 GLU

1 S 13 SER

1 S 13 ARG

1 S 13 ASP

1 S 13 VAL

1 S 13 THR

1 S 13 CYS

1 S 13 SER

1 S 13 LEU

1 S 13 ASP

1 S 13 ARG

1 S 13 LYS

1 S 13 ASN

1 S 13 LEU

1 S 13 LEU

1 S 13 GLU
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1 S 13 ILE

1 S 13 ASP

1 S 14 LEU

1 S 14 THR

1 S 14 LEU

1 S 14 GLU

1 S 14 SER

1 S 14 ARG

1 S 14 ASP

1 S 14 VAL

1 S 14 THR

1 S 14 CYS

1 S 14 SER

1 S 14 LEU

1 S 14 ASP

1 S 14 ARG

1 S 14 LYS

1 S 14 ASN

1 S 14 LEU

1 S 14 LEU

1 S 14 GLU

1 S 14 ILE

1 S 14 ASP
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1 S 15 LEU

1 S 15 THR

1 S 15 LEU

1 S 15 GLU

1 S 15 SER

1 S 15 ARG

1 S 15 ASP

1 S 15 VAL

1 S 15 THR

1 S 15 CYS

1 S 15 SER

1 S 15 LEU

1 S 15 ASP

1 S 15 ARG

1 S 15 LYS

1 S 15 ASN

1 S 15 LEU

1 S 15 LEU

1 S 15 GLU

1 S 15 ILE

1 S 15 ASP

1 S 16 LEU

1 S 16 THR
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1 S 16 LEU

1 S 16 GLU

1 S 16 SER

1 S 16 ARG

1 S 16 ASP

1 S 16 VAL

1 S 16 THR

1 S 16 CYS

1 S 16 SER

1 S 16 LEU

1 S 16 ASP

1 S 16 ARG

1 S 16 LYS

1 S 16 ASN

1 S 16 LEU

1 S 16 LEU

1 S 16 GLU

1 S 16 ILE

1 S 16 ASP

1 S 17 LEU

1 S 17 THR

1 S 17 LEU

1 S 17 GLU
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1 S 17 SER

1 S 17 ARG

1 S 17 ASP

1 S 17 VAL

1 S 17 THR

1 S 17 CYS

1 S 17 SER

1 S 17 LEU

1 S 17 ASP

1 S 17 ARG

1 S 17 LYS

1 S 17 ASN

1 S 17 LEU

1 S 17 LEU

1 S 17 GLU

1 S 17 ILE

1 S 17 ASP

1 S 18 LEU

1 S 18 THR

1 S 18 LEU

1 S 18 GLU

1 S 18 SER

1 S 18 ARG
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1 S 18 ASP

1 S 18 VAL

1 S 18 THR

1 S 18 CYS

1 S 18 SER

1 S 18 LEU

1 S 18 ASP

1 S 18 ARG

1 S 18 LYS

1 S 18 ASN

1 S 18 LEU

1 S 18 LEU

1 S 18 GLU

1 S 18 ILE

1 S 18 ASP

1 S 19 LEU

1 S 19 THR

1 S 19 LEU

1 S 19 GLU

1 S 19 SER

1 S 19 ARG

1 S 19 ASP

1 S 19 VAL
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1 S 19 THR

1 S 19 CYS

1 S 19 SER

1 S 19 LEU

1 S 19 ASP

1 S 19 ARG

1 S 19 LYS

1 S 19 ASN

1 S 19 LEU

1 S 19 LEU

1 S 19 GLU

1 S 19 ILE

1 S 19 ASP

1 S 20 LEU

1 S 20 THR

1 S 20 LEU

1 S 20 GLU

1 S 20 SER

1 S 20 ARG

1 S 20 ASP

1 S 20 VAL

1 S 20 THR

1 S 20 CYS
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1 S 20 SER

1 S 20 LEU

1 S 20 ASP

1 S 20 ARG

1 S 20 LYS

1 S 20 ASN

1 S 20 LEU

1 S 20 LEU

1 S 20 GLU

1 S 20 ILE

1 S 20 ASP

1 S 21 LEU

1 S 21 THR

1 S 21 LEU

1 S 21 GLU

1 S 21 SER

1 S 21 ARG

1 S 21 ASP

1 S 21 VAL

1 S 21 THR

1 S 21 CYS

1 S 21 SER

1 S 21 LEU
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1 S 21 ASP

1 S 21 ARG

1 S 21 LYS

1 S 21 ASN

1 S 21 LEU

1 S 21 LEU

1 S 21 GLU

1 S 21 ILE

1 S 21 ASP

1 S 22 LEU

1 S 22 THR

1 S 22 LEU

1 S 22 GLU

1 S 22 SER

1 S 22 ARG

1 S 22 ASP

1 S 22 VAL

1 S 22 THR

1 S 22 CYS

1 S 22 SER

1 S 22 LEU

1 S 22 ASP

1 S 22 ARG
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1 S 22 LYS

1 S 22 ASN

1 S 22 LEU

1 S 22 LEU

1 S 22 GLU

1 S 22 ILE

1 S 22 ASP

1 S 23 LEU

1 S 23 THR

1 S 23 LEU

1 S 23 GLU

1 S 23 SER

1 S 23 ARG

1 S 23 ASP

1 S 23 VAL

1 S 23 THR

1 S 23 CYS

1 S 23 SER

1 S 23 LEU

1 S 23 ASP

1 S 23 ARG

1 S 23 LYS

1 S 23 ASN
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1 S 23 LEU

1 S 23 LEU

1 S 23 GLU

1 S 23 ILE

1 S 23 ASP

1 Q 41 LEU

1 Q 52 LEU

1 Q 117 ASN

1 Q 120 THR

1 Q 135 LEU

1 Q 144 ILE

1 Q 179 LEU

1 Q 196 LEU

1 Q 199 VAL

1 Q 214 LEU

1 Q 226 LEU

1 Q 263 LEU

1 Q 273 ASN

1 Q 275 LEU

1 Q 281 LEU

1 Q 304 LEU

1 Q 313 LEU

1 Q 357 LEU
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1 Q 371 LEU

1 Q 400 VAL

1 Q 471 LEU

1 Q 488 LYS

1 Q 490 GLU

1 Q 498 LEU

1 Q 503 LEU

1 Q 517 LEU

1 Q 521 LEU

1 Q 525 LEU

1 Q 547 LEU

1 Q 578 LEU

1 Q 602 LEU

1 Q 631 LEU

1 Q 682 LEU

1 Q 684 LEU

1 Q 685 LEU

1 Q 691 LEU

1 Q 698 GLN

1 Q 768 ASN

1 Q 801 LEU

1 Q 805 LEU

1 Q 816 ASN

Model ID Chain Residue ID Residue type

185 of 430

IM Structure Validation Report



1 Q 817 ASN

1 Q 821 LEU

1 Q 825 LYS

1 Q 850 ASN

1 Q 889 THR

1 Q 909 LEU

1 Q 924 LEU

1 Q 927 GLN

1 Q 999 LEU

1 Q 1006 LEU

1 Q 1028 LEU

1 Q 1032 LEU

1 Q 1037 LYS

1 Q 1044 ILE

1 Q 1094 LEU

1 Q 1100 LEU

1 Q 1121 ARG

1 Q 1139 LEU

1 Q 1143 LEU

1 Q1 41 LEU

1 Q1 52 LEU

1 Q1 117 ASN

1 Q1 120 THR
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1 Q1 135 LEU

1 Q1 144 ILE

1 Q1 179 LEU

1 Q1 196 LEU

1 Q1 199 VAL

1 Q1 214 LEU

1 Q1 226 LEU

1 Q1 263 LEU

1 Q1 273 ASN

1 Q1 275 LEU

1 Q1 281 LEU

1 Q1 304 LEU

1 Q1 313 LEU

1 Q1 357 LEU

1 Q1 371 LEU

1 Q1 400 VAL

1 Q1 471 LEU

1 Q1 488 LYS

1 Q1 490 GLU

1 Q1 498 LEU

1 Q1 503 LEU

1 Q1 517 LEU

1 Q1 521 LEU
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1 Q1 525 LEU

1 Q1 547 LEU

1 Q1 578 LEU

1 Q1 602 LEU

1 Q1 631 LEU

1 Q1 682 LEU

1 Q1 684 LEU

1 Q1 685 LEU

1 Q1 691 LEU

1 Q1 698 GLN

1 Q1 768 ASN

1 Q1 801 LEU

1 Q1 805 LEU

1 Q1 816 ASN

1 Q1 817 ASN

1 Q1 821 LEU

1 Q1 825 LYS

1 Q1 850 ASN

1 Q1 889 THR

1 Q1 909 LEU

1 Q1 924 LEU

1 Q1 927 GLN

1 Q1 999 LEU
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1 Q2 41 LEU

1 Q2 52 LEU

1 Q2 117 ASN

1 Q2 120 THR

1 Q2 135 LEU

1 Q2 144 ILE

1 Q2 179 LEU

1 Q2 196 LEU

1 Q2 199 VAL

1 Q2 214 LEU

1 Q2 226 LEU

1 Q2 263 LEU

1 Q2 273 ASN

1 Q2 275 LEU

1 Q2 281 LEU

1 Q2 304 LEU

1 Q2 313 LEU

1 Q2 357 LEU

1 Q2 371 LEU

1 Q2 400 VAL

1 Q2 471 LEU

1 Q2 488 LYS

1 Q2 490 GLU
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1 Q2 498 LEU

1 Q2 503 LEU

1 Q2 517 LEU

1 Q2 521 LEU

1 Q2 525 LEU

1 Q2 547 LEU

1 Q2 578 LEU

1 Q2 602 LEU

1 Q2 631 LEU

1 Q2 682 LEU

1 Q2 684 LEU

1 Q2 685 LEU

1 Q2 691 LEU

1 Q2 698 GLN

1 Q2 768 ASN

1 Q2 801 LEU

1 Q2 805 LEU

1 Q2 816 ASN

1 Q2 817 ASN

1 Q2 821 LEU

1 Q2 825 LYS

1 Q2 850 ASN

1 Q2 889 THR
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1 Q2 909 LEU

1 Q2 924 LEU

1 Q2 927 GLN

1 Q2 999 LEU

1 Q3 41 LEU

1 Q3 52 LEU

1 Q3 117 ASN

1 Q3 120 THR

1 Q3 135 LEU

1 Q3 144 ILE

1 Q3 179 LEU

1 Q3 196 LEU

1 Q3 199 VAL

1 Q3 214 LEU

1 Q3 226 LEU

1 Q3 263 LEU

1 Q3 273 ASN

1 Q3 275 LEU

1 Q3 281 LEU

1 Q3 304 LEU

1 Q3 313 LEU

1 Q3 357 LEU

1 Q3 371 LEU
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1 Q3 400 VAL

1 Q3 471 LEU

1 Q3 488 LYS

1 Q3 490 GLU

1 Q3 498 LEU

1 Q3 503 LEU

1 Q3 517 LEU

1 Q3 521 LEU

1 Q3 525 LEU

1 Q3 547 LEU

1 Q3 578 LEU

1 Q3 602 LEU

1 Q3 631 LEU

1 Q3 682 LEU

1 Q3 684 LEU

1 Q3 685 LEU

1 Q3 691 LEU

1 Q3 698 GLN

1 Q3 768 ASN

1 Q3 801 LEU

1 Q3 805 LEU

1 Q3 816 ASN

1 Q3 817 ASN
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1 Q3 821 LEU

1 Q3 825 LYS

1 Q3 850 ASN

1 Q3 889 THR

1 Q3 909 LEU

1 Q3 924 LEU

1 Q3 927 GLN

1 Q3 999 LEU

1 Q4 41 LEU

1 Q4 52 LEU

1 Q4 117 ASN

1 Q4 120 THR

1 Q4 135 LEU

1 Q4 144 ILE

1 Q4 179 LEU

1 Q4 196 LEU

1 Q4 199 VAL

1 Q4 214 LEU

1 Q4 263 LEU

1 Q4 273 ASN

1 Q4 275 LEU

1 Q4 281 LEU

1 Q4 304 LEU
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1 Q4 313 LEU

1 Q4 357 LEU

1 Q4 371 LEU

1 Q4 400 VAL

1 Q4 471 LEU

1 Q4 488 LYS

1 Q4 490 GLU

1 Q4 498 LEU

1 Q4 503 LEU

1 Q4 517 LEU

1 Q4 521 LEU

1 Q4 525 LEU

1 Q4 547 LEU

1 Q4 578 LEU

1 Q4 602 LEU

1 Q4 631 LEU

1 Q4 682 LEU

1 Q4 684 LEU

1 Q4 685 LEU

1 Q4 691 LEU

1 Q4 698 GLN

1 Q4 768 ASN

1 Q4 801 LEU
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1 Q4 805 LEU

1 Q4 816 ASN

1 Q4 817 ASN

1 Q4 821 LEU

1 Q4 825 LYS

1 Q4 850 ASN

1 Q4 889 THR

1 Q4 909 LEU

1 Q4 924 LEU

1 Q4 927 GLN

1 Q4 999 LEU

1 Q5 41 LEU

1 Q5 52 LEU

1 Q5 117 ASN

1 Q5 120 THR

1 Q5 135 LEU

1 Q5 144 ILE

1 Q5 179 LEU

1 Q5 196 LEU

1 Q5 199 VAL

1 Q5 214 LEU

1 Q5 226 LEU

1 Q5 263 LEU
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1 Q5 273 ASN

1 Q5 275 LEU

1 Q5 281 LEU

1 Q5 304 LEU

1 Q5 313 LEU

1 Q5 357 LEU

1 Q5 371 LEU

1 Q5 400 VAL

1 Q5 471 LEU

1 Q5 488 LYS

1 Q5 490 GLU

1 Q5 498 LEU

1 Q5 503 LEU

1 Q5 517 LEU

1 Q5 521 LEU

1 Q5 525 LEU

1 Q5 547 LEU

1 Q5 578 LEU

1 Q5 602 LEU

1 Q5 631 LEU

1 Q5 682 LEU

1 Q5 684 LEU

1 Q5 685 LEU
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1 Q5 691 LEU

1 Q5 698 GLN

1 Q5 768 ASN

1 Q5 801 LEU

1 Q5 805 LEU

1 Q5 816 ASN

1 Q5 817 ASN

1 Q5 821 LEU

1 Q5 825 LYS

1 Q5 850 ASN

1 Q5 889 THR

1 Q5 909 LEU

1 Q5 924 LEU

1 Q5 927 GLN

1 Q5 999 LEU

1 Q6 41 LEU

1 Q6 52 LEU

1 Q6 117 ASN

1 Q6 120 THR

1 Q6 135 LEU

1 Q6 144 ILE

1 Q6 179 LEU

1 Q6 196 LEU
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1 Q6 199 VAL

1 Q6 214 LEU

1 Q6 263 LEU

1 Q6 273 ASN

1 Q6 275 LEU

1 Q6 281 LEU

1 Q6 304 LEU

1 Q6 313 LEU

1 Q6 357 LEU

1 Q6 371 LEU

1 Q6 400 VAL

1 Q6 471 LEU

1 Q6 488 LYS

1 Q6 490 GLU

1 Q6 498 LEU

1 Q6 503 LEU

1 Q6 517 LEU

1 Q6 521 LEU

1 Q6 525 LEU

1 Q6 547 LEU

1 Q6 578 LEU

1 Q6 602 LEU

1 Q6 631 LEU
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1 Q6 682 LEU

1 Q6 684 LEU

1 Q6 685 LEU

1 Q6 691 LEU

1 Q6 698 GLN

1 Q6 768 ASN

1 Q6 801 LEU

1 Q6 805 LEU

1 Q6 816 ASN

1 Q6 817 ASN

1 Q6 821 LEU

1 Q6 825 LYS

1 Q6 850 ASN

1 Q6 889 THR

1 Q6 909 LEU

1 Q6 924 LEU

1 Q6 927 GLN

1 Q6 999 LEU

1 Q7 41 LEU

1 Q7 52 LEU

1 Q7 117 ASN

1 Q7 120 THR

1 Q7 135 LEU
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1 Q7 144 ILE

1 Q7 179 LEU

1 Q7 196 LEU

1 Q7 199 VAL

1 Q7 214 LEU

1 Q7 226 LEU

1 Q7 263 LEU

1 Q7 273 ASN

1 Q7 275 LEU

1 Q7 281 LEU

1 Q7 304 LEU

1 Q7 313 LEU

1 Q7 357 LEU

1 Q7 371 LEU

1 Q7 400 VAL

1 Q7 471 LEU

1 Q7 488 LYS

1 Q7 490 GLU

1 Q7 498 LEU

1 Q7 503 LEU

1 Q7 517 LEU

1 Q7 521 LEU

1 Q7 525 LEU
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1 Q7 547 LEU

1 Q7 578 LEU

1 Q7 602 LEU

1 Q7 631 LEU

1 Q7 682 LEU

1 Q7 684 LEU

1 Q7 685 LEU

1 Q7 691 LEU

1 Q7 698 GLN

1 Q7 768 ASN

1 Q7 801 LEU

1 Q7 805 LEU

1 Q7 816 ASN

1 Q7 817 ASN

1 Q7 821 LEU

1 Q7 825 LYS

1 Q7 850 ASN

1 Q7 889 THR

1 Q7 909 LEU

1 Q7 924 LEU

1 Q7 927 GLN

1 Q7 999 LEU

1 Q8 41 LEU
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1 Q8 52 LEU

1 Q8 117 ASN

1 Q8 120 THR

1 Q8 135 LEU

1 Q8 144 ILE

1 Q8 179 LEU

1 Q8 196 LEU

1 Q8 199 VAL

1 Q8 214 LEU

1 Q8 263 LEU

1 Q8 273 ASN

1 Q8 275 LEU

1 Q8 281 LEU

1 Q8 304 LEU

1 Q8 313 LEU

1 Q8 357 LEU

1 Q8 371 LEU

1 Q8 400 VAL

1 Q8 471 LEU

1 Q8 488 LYS

1 Q8 490 GLU

1 Q8 498 LEU

1 Q8 503 LEU
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1 Q8 517 LEU

1 Q8 521 LEU

1 Q8 525 LEU

1 Q8 547 LEU

1 Q8 578 LEU

1 Q8 602 LEU

1 Q8 631 LEU

1 Q8 682 LEU

1 Q8 684 LEU

1 Q8 685 LEU

1 Q8 691 LEU

1 Q8 698 GLN

1 Q8 768 ASN

1 Q8 801 LEU

1 Q8 805 LEU

1 Q8 816 ASN

1 Q8 817 ASN

1 Q8 821 LEU

1 Q8 825 LYS

1 Q8 850 ASN

1 Q8 889 THR

1 Q8 909 LEU

1 Q8 924 LEU
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1 Q8 927 GLN

1 Q8 999 LEU

1 Q9 41 LEU

1 Q9 52 LEU

1 Q9 117 ASN

1 Q9 120 THR

1 Q9 135 LEU

1 Q9 144 ILE

1 Q9 179 LEU

1 Q9 196 LEU

1 Q9 199 VAL

1 Q9 214 LEU

1 Q9 263 LEU

1 Q9 273 ASN

1 Q9 275 LEU

1 Q9 281 LEU

1 Q9 304 LEU

1 Q9 313 LEU

1 Q9 357 LEU

1 Q9 371 LEU

1 Q9 400 VAL

1 Q9 471 LEU

1 Q9 488 LYS
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1 Q9 490 GLU

1 Q9 498 LEU

1 Q9 503 LEU

1 Q9 517 LEU

1 Q9 521 LEU

1 Q9 525 LEU

1 Q9 547 LEU

1 Q9 578 LEU

1 Q9 602 LEU

1 Q9 631 LEU

1 Q9 682 LEU

1 Q9 684 LEU

1 Q9 685 LEU

1 Q9 691 LEU

1 Q9 698 GLN

1 Q9 768 ASN

1 Q9 801 LEU

1 Q9 805 LEU

1 Q9 816 ASN

1 Q9 817 ASN

1 Q9 821 LEU

1 Q9 825 LYS

1 Q9 850 ASN
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1 Q9 889 THR

1 Q9 909 LEU

1 Q9 924 LEU

1 Q9 927 GLN

1 Q9 999 LEU

1 M 194 LEU

1 M 272 LEU

1 M 283 TYR

1 M 323 THR

1 M 327 LEU

1 M 353 LEU

1 M 369 LEU

1 M 382 LEU

1 M 384 HIS

1 M 408 LEU

1 M 409 ILE

1 M 422 ASN

1 M 457 ILE

1 M 461 THR

1 M 474 ILE

1 M 520 LEU

1 M 544 ILE

1 M 550 ILE
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1 M 552 LEU

1 M 563 LEU

1 M 621 LEU

1 M 636 LEU

1 M 661 ARG

1 M 686 ASN

1 M 719 LEU

1 M 740 LEU

1 M 767 LEU

1 M 789 LEU

1 M 792 LEU

1 M 828 LEU

1 M 834 LEU

1 M1 194 LEU

1 M1 272 LEU

1 M1 283 TYR

1 M1 323 THR

1 M1 327 LEU

1 M1 353 LEU

1 M1 369 LEU

1 M1 382 LEU

1 M1 384 HIS

1 M1 408 LEU
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1 M1 409 ILE

1 M1 422 ASN

1 M1 457 ILE

1 M1 461 THR

1 M1 474 ILE

1 M1 520 LEU

1 M1 544 ILE

1 M1 550 ILE

1 M1 552 LEU

1 M1 563 LEU

1 M1 621 LEU

1 M1 636 LEU

1 M1 661 ARG

1 M1 686 ASN

1 M1 719 LEU

1 M1 740 LEU

1 M1 767 LEU

1 M1 789 LEU

1 M1 792 LEU

1 M1 828 LEU

1 M1 834 LEU

1 M2 194 LEU

1 M2 272 LEU
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1 M2 283 TYR

1 M2 323 THR

1 M2 327 LEU

1 M2 353 LEU

1 M2 369 LEU

1 M2 382 LEU

1 M2 384 HIS

1 M2 408 LEU

1 M2 409 ILE

1 M2 422 ASN

1 M2 457 ILE

1 M2 461 THR

1 M2 474 ILE

1 M2 544 ILE

1 M2 550 ILE

1 M2 552 LEU

1 M2 563 LEU

1 M2 621 LEU

1 M2 636 LEU

1 M2 661 ARG

1 M2 686 ASN

1 M2 719 LEU

1 M2 740 LEU
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1 M2 767 LEU

1 M2 789 LEU

1 M2 792 LEU

1 M2 828 LEU

1 M2 834 LEU

1 M3 194 LEU

1 M3 272 LEU

1 M3 283 TYR

1 M3 323 THR

1 M3 327 LEU

1 M3 353 LEU

1 M3 369 LEU

1 M3 382 LEU

1 M3 384 HIS

1 M3 408 LEU

1 M3 409 ILE

1 M3 422 ASN

1 M3 457 ILE

1 M3 461 THR

1 M3 474 ILE

1 M3 520 LEU

1 M3 544 ILE

1 M3 550 ILE
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1 M3 552 LEU

1 M3 563 LEU

1 M3 621 LEU

1 M3 636 LEU

1 M3 661 ARG

1 M3 686 ASN

1 M3 719 LEU

1 M3 740 LEU

1 M3 767 LEU

1 M3 789 LEU

1 M3 792 LEU

1 M3 828 LEU

1 M3 834 LEU

1 M4 194 LEU

1 M4 272 LEU

1 M4 283 TYR

1 M4 323 THR

1 M4 327 LEU

1 M4 353 LEU

1 M4 369 LEU

1 M4 382 LEU

1 M4 384 HIS

1 M4 408 LEU
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1 M4 409 ILE

1 M4 422 ASN

1 M4 457 ILE

1 M4 461 THR

1 M4 474 ILE

1 M4 544 ILE

1 M4 550 ILE

1 M4 552 LEU

1 M4 563 LEU

1 M4 621 LEU

1 M4 636 LEU

1 M4 661 ARG

1 M4 686 ASN

1 M4 719 LEU

1 M4 740 LEU

1 M4 767 LEU

1 M4 789 LEU

1 M4 792 LEU

1 M4 828 LEU

1 M4 834 LEU

1 M5 194 LEU

1 M5 272 LEU

1 M5 283 TYR
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1 M5 323 THR

1 M5 327 LEU

1 M5 353 LEU

1 M5 369 LEU

1 M5 382 LEU

1 M5 384 HIS

1 M5 408 LEU

1 M5 409 ILE

1 M5 422 ASN

1 M5 457 ILE

1 M5 461 THR

1 M5 474 ILE

1 M5 544 ILE

1 M5 550 ILE

1 M5 552 LEU

1 M5 563 LEU

1 M5 621 LEU

1 M5 636 LEU

1 M5 661 ARG

1 M5 686 ASN

1 M5 719 LEU

1 M5 740 LEU

1 M5 767 LEU
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1 M5 789 LEU

1 M5 792 LEU

1 M5 828 LEU

1 M5 834 LEU

1 M6 194 LEU

1 M6 272 LEU

1 M6 283 TYR

1 M6 323 THR

1 M6 327 LEU

1 M6 353 LEU

1 M6 369 LEU

1 M6 382 LEU

1 M6 384 HIS

1 M6 408 LEU

1 M6 409 ILE

1 M6 422 ASN

1 M6 457 ILE

1 M6 461 THR

1 M6 474 ILE

1 M6 520 LEU

1 M6 544 ILE

1 M6 550 ILE

1 M6 552 LEU
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1 M6 563 LEU

1 M6 621 LEU

1 M6 636 LEU

1 M6 661 ARG

1 M6 686 ASN

1 M6 719 LEU

1 M6 740 LEU

1 M6 767 LEU

1 M6 789 LEU

1 M6 792 LEU

1 M6 828 LEU

1 M6 834 LEU

1 M7 194 LEU

1 M7 272 LEU

1 M7 283 TYR

1 M7 323 THR

1 M7 327 LEU

1 M7 353 LEU

1 M7 369 LEU

1 M7 382 LEU

1 M7 384 HIS

1 M7 408 LEU

1 M7 409 ILE
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1 M7 422 ASN

1 M7 457 ILE

1 M7 461 THR

1 M7 474 ILE

1 M7 520 LEU

1 M7 544 ILE

1 M7 550 ILE

1 M7 552 LEU

1 M7 563 LEU

1 M7 621 LEU

1 M7 636 LEU

1 M7 661 ARG

1 M7 686 ASN

1 M7 719 LEU

1 M7 740 LEU

1 M7 767 LEU

1 M7 789 LEU

1 M7 792 LEU

1 M7 828 LEU

1 M7 834 LEU

1 M8 194 LEU

1 M8 272 LEU

1 M8 283 TYR
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1 M8 323 THR

1 M8 327 LEU

1 M8 353 LEU

1 M8 369 LEU

1 M8 382 LEU

1 M8 384 HIS

1 M8 408 LEU

1 M8 409 ILE

1 M8 422 ASN

1 M8 457 ILE

1 M8 461 THR

1 M8 474 ILE

1 M8 520 LEU

1 M8 544 ILE

1 M8 550 ILE

1 M8 552 LEU

1 M8 563 LEU

1 M8 621 LEU

1 M8 636 LEU

1 M8 661 ARG

1 M8 686 ASN

1 M8 719 LEU

1 M8 740 LEU
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1 M8 767 LEU

1 M8 789 LEU

1 M8 792 LEU

1 M8 828 LEU

1 M8 834 LEU

1 M9 194 LEU

1 M9 272 LEU

1 M9 283 TYR

1 M9 323 THR

1 M9 327 LEU

1 M9 353 LEU

1 M9 369 LEU

1 M9 382 LEU

1 M9 384 HIS

1 M9 408 LEU

1 M9 409 ILE

1 M9 422 ASN

1 M9 457 ILE

1 M9 461 THR

1 M9 474 ILE

1 M9 544 ILE

1 M9 550 ILE

1 M9 552 LEU
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1 M9 563 LEU

1 M9 621 LEU

1 M9 636 LEU

1 M9 661 ARG

1 M9 686 ASN

1 M9 719 LEU

1 M9 740 LEU

1 M9 767 LEU

1 M9 789 LEU

1 M9 792 LEU

1 M9 828 LEU

1 M9 834 LEU

1 O 9 ILE

1 O 49 THR

1 O 76 VAL

1 O 93 LYS

1 O 97 GLU

1 O 175 ASN

1 O 183 GLU

1 O 186 ILE

1 O 195 TYR

1 O 248 VAL

1 O 323 LEU
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1 O1 9 ILE

1 O1 49 THR

1 O1 76 VAL

1 O1 93 LYS

1 O1 97 GLU

1 O1 175 ASN

1 O1 183 GLU

1 O1 186 ILE

1 O1 195 TYR

1 O1 248 VAL

1 O1 323 LEU

1 O2 9 ILE

1 O2 49 THR

1 O2 76 VAL

1 O2 93 LYS

1 O2 97 GLU

1 O2 175 ASN

1 O2 183 GLU

1 O2 186 ILE

1 O2 195 TYR

1 O2 248 VAL

1 O2 323 LEU

1 O3 9 ILE
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1 O3 49 THR

1 O3 76 VAL

1 O3 93 LYS

1 O3 97 GLU

1 O3 175 ASN

1 O3 183 GLU

1 O3 186 ILE

1 O3 195 TYR

1 O3 248 VAL

1 O3 323 LEU

1 O4 9 ILE

1 O4 49 THR

1 O4 76 VAL

1 O4 93 LYS

1 O4 97 GLU

1 O4 175 ASN

1 O4 183 GLU

1 O4 186 ILE

1 O4 195 TYR

1 O4 248 VAL

1 O4 323 LEU

1 O5 9 ILE

1 O5 49 THR
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1 O5 76 VAL

1 O5 93 LYS

1 O5 97 GLU

1 O5 175 ASN

1 O5 183 GLU

1 O5 186 ILE

1 O5 195 TYR

1 O5 248 VAL

1 O5 323 LEU

1 O6 9 ILE

1 O6 49 THR

1 O6 76 VAL

1 O6 93 LYS

1 O6 97 GLU

1 O6 175 ASN

1 O6 183 GLU

1 O6 186 ILE

1 O6 195 TYR

1 O6 248 VAL

1 O6 323 LEU

1 O7 9 ILE

1 O7 49 THR

1 O7 76 VAL
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1 O7 93 LYS

1 O7 97 GLU

1 O7 175 ASN

1 O7 183 GLU

1 O7 186 ILE

1 O7 195 TYR

1 O7 248 VAL

1 O7 323 LEU

1 O8 9 ILE

1 O8 49 THR

1 O8 76 VAL

1 O8 93 LYS

1 O8 97 GLU

1 O8 175 ASN

1 O8 183 GLU

1 O8 186 ILE

1 O8 195 TYR

1 O8 248 VAL

1 O8 323 LEU

1 O9 9 ILE

1 O9 49 THR

1 O9 76 VAL

1 O9 93 LYS
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1 O9 97 GLU

1 O9 175 ASN

1 O9 183 GLU

1 O9 186 ILE

1 O9 195 TYR

1 O9 248 VAL

1 O9 323 LEU

1 O 10 ILE

1 O 10 THR

1 O 10 VAL

1 O 10 LYS

1 O 10 GLU

1 O 10 ASN

1 O 10 GLU

1 O 10 ILE

1 O 10 TYR

1 O 10 VAL

1 O 10 LEU

1 O 11 ILE

1 O 11 THR

1 O 11 VAL

1 O 11 LYS

1 O 11 GLU
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1 O 11 ASN

1 O 11 GLU

1 O 11 ILE

1 O 11 TYR

1 O 11 VAL

1 O 11 LEU

1 O 12 ILE

1 O 12 THR

1 O 12 VAL

1 O 12 LYS

1 O 12 GLU

1 O 12 ASN

1 O 12 GLU

1 O 12 ILE

1 O 12 TYR

1 O 12 VAL

1 O 12 LEU

1 O 13 ILE

1 O 13 THR

1 O 13 VAL

1 O 13 LYS

1 O 13 GLU

1 O 13 ASN
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1 O 13 GLU

1 O 13 ILE

1 O 13 TYR

1 O 13 VAL

1 O 13 LEU

1 O 14 ILE

1 O 14 THR

1 O 14 VAL

1 O 14 LYS

1 O 14 GLU

1 O 14 ASN

1 O 14 GLU

1 O 14 ILE

1 O 14 TYR

1 O 14 VAL

1 O 14 LEU

1 O 15 ILE

1 O 15 THR

1 O 15 VAL

1 O 15 LYS

1 O 15 GLU

1 O 15 ASN

1 O 15 GLU
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1 O 15 ILE

1 O 15 TYR

1 O 15 VAL

1 O 15 LEU

1 O 16 ILE

1 O 16 THR

1 O 16 VAL

1 O 16 LYS

1 O 16 GLU

1 O 16 ASN

1 O 16 GLU

1 O 16 ILE

1 O 16 TYR

1 O 16 VAL

1 O 16 LEU

1 O 17 ILE

1 O 17 THR

1 O 17 VAL

1 O 17 LYS

1 O 17 GLU

1 O 17 ASN

1 O 17 GLU

1 O 17 ILE
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1 O 17 TYR

1 O 17 VAL

1 O 17 LEU

1 O 18 ILE

1 O 18 THR

1 O 18 VAL

1 O 18 LYS

1 O 18 GLU

1 O 18 ASN

1 O 18 GLU

1 O 18 ILE

1 O 18 TYR

1 O 18 VAL

1 O 18 LEU

1 O 19 ILE

1 O 19 THR

1 O 19 VAL

1 O 19 LYS

1 O 19 GLU

1 O 19 ASN

1 O 19 GLU

1 O 19 ILE

1 O 19 TYR
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1 O 19 VAL

1 O 19 LEU

1 O 20 ILE

1 O 20 THR

1 O 20 VAL

1 O 20 LYS

1 O 20 GLU

1 O 20 ASN

1 O 20 GLU

1 O 20 ILE

1 O 20 TYR

1 O 20 VAL

1 O 20 LEU

1 O 21 ILE

1 O 21 THR

1 O 21 VAL

1 O 21 LYS

1 O 21 GLU

1 O 21 ASN

1 O 21 GLU

1 O 21 ILE

1 O 21 TYR

1 O 21 VAL
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1 O 21 LEU

1 O 22 ILE

1 O 22 THR

1 O 22 VAL

1 O 22 LYS

1 O 22 GLU

1 O 22 ASN

1 O 22 GLU

1 O 22 ILE

1 O 22 TYR

1 O 22 VAL

1 O 22 LEU

1 O 23 ILE

1 O 23 THR

1 O 23 VAL

1 O 23 LYS

1 O 23 GLU

1 O 23 ASN

1 O 23 GLU

1 O 23 ILE

1 O 23 TYR

1 O 23 VAL

1 O 23 LEU
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1 N 141 PHE

1 N1 141 PHE

1 N2 141 PHE

1 N3 141 PHE

1 N4 141 PHE

1 N5 141 PHE

1 N6 141 PHE

1 N7 141 PHE

1 N8 141 PHE

1 N9 141 PHE

1 N 10 PHE

1 N 11 PHE

1 N 12 PHE

1 N 13 PHE

1 N 14 PHE

1 N 15 PHE

1 N 16 PHE

1 N 17 PHE

1 N 18 PHE

1 N 19 PHE

1 N 20 PHE

1 N 21 PHE

1 N 22 PHE
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1 N 23 PHE

1 T 88 LYS

1 T 120 MET

1 T 140 LEU

1 T 143 VAL

1 T 179 ARG

1 T 194 LEU

1 T1 88 LYS

1 T1 120 MET

1 T1 140 LEU

1 T1 143 VAL

1 T1 179 ARG

1 T1 194 LEU

1 T2 88 LYS

1 T2 120 MET

1 T2 140 LEU

1 T2 143 VAL

1 T2 179 ARG

1 T2 194 LEU

1 T3 88 LYS

1 T3 120 MET

1 T3 140 LEU

1 T3 143 VAL
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1 T3 179 ARG

1 T3 194 LEU

1 T4 88 LYS

1 T4 120 MET

1 T4 140 LEU

1 T4 143 VAL

1 T4 179 ARG

1 T4 194 LEU

1 T5 88 LYS

1 T5 120 MET

1 T5 140 LEU

1 T5 143 VAL

1 T5 179 ARG

1 T5 194 LEU

1 T6 88 LYS

1 T6 120 MET

1 T6 140 LEU

1 T6 143 VAL

1 T6 179 ARG

1 T6 194 LEU

1 T7 88 LYS

1 T7 120 MET

1 T7 140 LEU
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1 T7 143 VAL

1 T7 179 ARG

1 T7 194 LEU

1 T8 88 LYS

1 T8 120 MET

1 T8 140 LEU

1 T8 143 VAL

1 T8 179 ARG

1 T8 194 LEU

1 T9 88 LYS

1 T9 120 MET

1 T9 140 LEU

1 T9 143 VAL

1 T9 179 ARG

1 T9 194 LEU

1 B 12 LEU

1 B 82 ILE

1 B 98 LEU

1 B 135 LYS

1 B 153 LYS

1 B 154 MET

1 B 216 HIS

1 B 238 ASN
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1 B 273 LYS

1 B 275 ILE

1 B 281 ILE

1 B 284 ILE

1 B 363 ASN

1 B 365 GLN

1 B 387 ILE

1 B 403 ILE

1 B 416 LYS

1 B 466 LEU

1 B 502 ILE

1 B 520 LEU

1 B 536 LEU

1 B 558 LEU

1 B 572 TYR

1 B 625 ILE

1 B 633 LEU

1 B 655 GLU

1 B 662 THR

1 B 713 ASN

1 B 791 LYS

1 B 802 ILE

1 B 857 LYS
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1 B 868 LEU

1 B 888 LEU

1 B 909 PRO

1 B 927 ILE

1 B 966 VAL

1 B 978 ARG

1 B 1011 ILE

1 B 1016 PRO

1 B 1049 ILE

1 B 1076 THR

1 B 1096 LYS

1 B 1099 ILE

1 B 1101 PRO

1 B 1107 LYS

1 B 1140 ILE

1 B 1151 LEU

1 B 1177 LYS

1 B 1205 ILE

1 B 1224 LYS

1 B 1238 ILE

1 B 1297 ASN

1 B 1300 MET

1 B 1346 LEU
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1 B 1384 LEU

1 B 1448 GLU

1 B 1455 LEU

1 B 1473 ILE

1 B 1496 ARG

1 B 1522 LEU

1 B 1554 LEU

1 B1 12 LEU

1 B1 82 ILE

1 B1 98 LEU

1 B1 135 LYS

1 B1 153 LYS

1 B1 154 MET

1 B1 216 HIS

1 B1 238 ASN

1 B1 273 LYS

1 B1 275 ILE

1 B1 281 ILE

1 B1 284 ILE

1 B1 363 ASN

1 B1 365 GLN

1 B1 387 ILE

1 B1 403 ILE
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1 B1 416 LYS

1 B1 466 LEU

1 B1 502 ILE

1 B1 520 LEU

1 B1 536 LEU

1 B1 558 LEU

1 B1 572 TYR

1 B1 625 ILE

1 B1 633 LEU

1 B1 655 GLU

1 B1 662 THR

1 B1 713 ASN

1 B1 791 LYS

1 B1 802 ILE

1 B1 857 LYS

1 B1 868 LEU

1 B1 888 LEU

1 B1 909 PRO

1 B1 927 ILE

1 B1 966 VAL

1 B1 978 ARG

1 B2 12 LEU

1 B2 82 ILE
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1 B2 98 LEU

1 B2 135 LYS

1 B2 153 LYS

1 B2 154 MET

1 B2 216 HIS

1 B2 238 ASN

1 B2 273 LYS

1 B2 275 ILE

1 B2 281 ILE

1 B2 284 ILE

1 B2 363 ASN

1 B2 365 GLN

1 B2 387 ILE

1 B2 403 ILE

1 B2 416 LYS

1 B2 466 LEU

1 B2 502 ILE

1 B2 520 LEU

1 B2 536 LEU

1 B2 558 LEU

1 B2 572 TYR

1 B2 625 ILE

1 B2 633 LEU
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1 B2 655 GLU

1 B2 662 THR

1 B2 713 ASN

1 B2 791 LYS

1 B2 802 ILE

1 B2 857 LYS

1 B2 868 LEU

1 B2 888 LEU

1 B2 909 PRO

1 B2 927 ILE

1 B2 966 VAL

1 B2 978 ARG

1 B3 12 LEU

1 B3 82 ILE

1 B3 98 LEU

1 B3 135 LYS

1 B3 153 LYS

1 B3 154 MET

1 B3 216 HIS

1 B3 238 ASN

1 B3 273 LYS

1 B3 275 ILE

1 B3 281 ILE
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1 B3 284 ILE

1 B3 363 ASN

1 B3 365 GLN

1 B3 387 ILE

1 B3 403 ILE

1 B3 416 LYS

1 B3 466 LEU

1 B3 502 ILE

1 B3 520 LEU

1 B3 536 LEU

1 B3 558 LEU

1 B3 572 TYR

1 B3 625 ILE

1 B3 633 LEU

1 B3 655 GLU

1 B3 662 THR

1 B3 713 ASN

1 B3 791 LYS

1 B3 802 ILE

1 B3 857 LYS

1 B3 868 LEU

1 B3 888 LEU

1 B3 909 PRO
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1 B3 927 ILE

1 B3 966 VAL

1 B3 978 ARG

1 B4 12 LEU

1 B4 82 ILE

1 B4 98 LEU

1 B4 135 LYS

1 B4 153 LYS

1 B4 154 MET

1 B4 216 HIS

1 B4 238 ASN

1 B4 273 LYS

1 B4 275 ILE

1 B4 281 ILE

1 B4 284 ILE

1 B4 363 ASN

1 B4 365 GLN

1 B4 387 ILE

1 B4 403 ILE

1 B4 416 LYS

1 B4 466 LEU

1 B4 502 ILE

1 B4 520 LEU
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1 B4 536 LEU

1 B4 558 LEU

1 B4 572 TYR

1 B4 625 ILE

1 B4 633 LEU

1 B4 655 GLU

1 B4 662 THR

1 B4 713 ASN

1 B4 791 LYS

1 B4 802 ILE

1 B4 857 LYS

1 B4 868 LEU

1 B4 888 LEU

1 B4 909 PRO

1 B4 927 ILE

1 B4 966 VAL

1 B4 978 ARG

1 B5 12 LEU

1 B5 82 ILE

1 B5 98 LEU

1 B5 135 LYS

1 B5 153 LYS

1 B5 154 MET
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1 B5 216 HIS

1 B5 238 ASN

1 B5 273 LYS

1 B5 275 ILE

1 B5 281 ILE

1 B5 284 ILE

1 B5 363 ASN

1 B5 365 GLN

1 B5 387 ILE

1 B5 403 ILE

1 B5 416 LYS

1 B5 466 LEU

1 B5 502 ILE

1 B5 520 LEU

1 B5 536 LEU

1 B5 558 LEU

1 B5 572 TYR

1 B5 625 ILE

1 B5 633 LEU

1 B5 655 GLU

1 B5 662 THR

1 B5 713 ASN

1 B5 791 LYS
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1 B5 802 ILE

1 B5 857 LYS

1 B5 868 LEU

1 B5 888 LEU

1 B5 909 PRO

1 B5 927 ILE

1 B5 966 VAL

1 B5 978 ARG

1 B6 12 LEU

1 B6 82 ILE

1 B6 98 LEU

1 B6 135 LYS

1 B6 153 LYS

1 B6 154 MET

1 B6 216 HIS

1 B6 238 ASN

1 B6 273 LYS

1 B6 275 ILE

1 B6 281 ILE

1 B6 284 ILE

1 B6 363 ASN

1 B6 365 GLN

1 B6 387 ILE
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1 B6 403 ILE

1 B6 416 LYS

1 B6 466 LEU

1 B6 502 ILE

1 B6 520 LEU

1 B6 536 LEU

1 B6 558 LEU

1 B6 572 TYR

1 B6 625 ILE

1 B6 633 LEU

1 B6 655 GLU

1 B6 662 THR

1 B6 713 ASN

1 B6 791 LYS

1 B6 802 ILE

1 B6 857 LYS

1 B6 868 LEU

1 B6 888 LEU

1 B6 909 PRO

1 B6 927 ILE

1 B6 966 VAL

1 B6 978 ARG

1 B7 12 LEU
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1 B7 82 ILE

1 B7 98 LEU

1 B7 135 LYS

1 B7 153 LYS

1 B7 154 MET

1 B7 216 HIS

1 B7 238 ASN

1 B7 273 LYS

1 B7 275 ILE

1 B7 281 ILE

1 B7 284 ILE

1 B7 363 ASN

1 B7 365 GLN

1 B7 387 ILE

1 B7 403 ILE

1 B7 416 LYS

1 B7 466 LEU

1 B7 502 ILE

1 B7 520 LEU

1 B7 536 LEU

1 B7 558 LEU

1 B7 572 TYR

1 B7 625 ILE
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1 B7 633 LEU

1 B7 655 GLU

1 B7 662 THR

1 B7 713 ASN

1 B7 791 LYS

1 B7 802 ILE

1 B7 857 LYS

1 B7 868 LEU

1 B7 888 LEU

1 B7 909 PRO

1 B7 927 ILE

1 B7 966 VAL

1 B7 978 ARG

1 B8 12 LEU

1 B8 82 ILE

1 B8 98 LEU

1 B8 135 LYS

1 B8 153 LYS

1 B8 154 MET

1 B8 216 HIS

1 B8 238 ASN

1 B8 273 LYS

1 B8 275 ILE
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1 B8 281 ILE

1 B8 284 ILE

1 B8 363 ASN

1 B8 365 GLN

1 B8 387 ILE

1 B8 403 ILE

1 B8 416 LYS

1 B8 466 LEU

1 B8 502 ILE

1 B8 520 LEU

1 B8 536 LEU

1 B8 558 LEU

1 B8 572 TYR

1 B8 625 ILE

1 B8 633 LEU

1 B8 655 GLU

1 B8 662 THR

1 B8 713 ASN

1 B8 791 LYS

1 B8 802 ILE

1 B8 857 LYS

1 B8 868 LEU

1 B8 888 LEU
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1 B8 909 PRO

1 B8 927 ILE

1 B8 966 VAL

1 B8 978 ARG

1 B9 12 LEU

1 B9 82 ILE

1 B9 98 LEU

1 B9 135 LYS

1 B9 153 LYS

1 B9 154 MET

1 B9 216 HIS

1 B9 238 ASN

1 B9 273 LYS

1 B9 275 ILE

1 B9 281 ILE

1 B9 284 ILE

1 B9 363 ASN

1 B9 365 GLN

1 B9 387 ILE

1 B9 403 ILE

1 B9 416 LYS

1 B9 466 LEU

1 B9 502 ILE
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1 B9 520 LEU

1 B9 536 LEU

1 B9 558 LEU

1 B9 572 TYR

1 B9 625 ILE

1 B9 633 LEU

1 B9 655 GLU

1 B9 662 THR

1 B9 713 ASN

1 B9 791 LYS

1 B9 802 ILE

1 B9 857 LYS

1 B9 868 LEU

1 B9 888 LEU

1 B9 909 PRO

1 B9 927 ILE

1 B9 966 VAL

1 B9 978 ARG

1 B 10 LEU

1 B 10 ILE

1 B 10 LEU

1 B 10 LYS

1 B 10 LYS
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1 B 10 MET

1 B 10 HIS

1 B 10 ASN

1 B 10 LYS

1 B 10 ILE

1 B 10 ILE

1 B 10 ILE

1 B 10 ASN

1 B 10 GLN

1 B 10 ILE

1 B 10 ILE

1 B 10 LYS

1 B 10 LEU

1 B 10 ILE

1 B 10 LEU

1 B 10 LEU

1 B 10 LEU

1 B 10 TYR

1 B 10 ILE

1 B 10 LEU

1 B 10 GLU

1 B 10 THR

1 B 10 ASN
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1 B 10 LYS

1 B 10 ILE

1 B 10 LYS

1 B 10 LEU

1 B 10 LEU

1 B 10 PRO

1 B 10 ILE

1 B 10 VAL

1 B 10 ARG

1 B 11 LEU

1 B 11 ILE

1 B 11 LEU

1 B 11 LYS

1 B 11 LYS

1 B 11 MET

1 B 11 HIS

1 B 11 ASN

1 B 11 LYS

1 B 11 ILE

1 B 11 ILE

1 B 11 ILE

1 B 11 ASN

1 B 11 GLN
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1 B 11 ILE

1 B 11 ILE

1 B 11 LYS

1 B 11 LEU

1 B 11 ILE

1 B 11 LEU

1 B 11 LEU

1 B 11 LEU

1 B 11 TYR

1 B 11 ILE

1 B 11 LEU

1 B 11 GLU

1 B 11 THR

1 B 11 ASN

1 B 11 LYS

1 B 11 ILE

1 B 11 LYS

1 B 11 LEU

1 B 11 LEU

1 B 11 PRO

1 B 11 ILE

1 B 11 VAL

1 B 11 ARG
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1 B 12 LEU

1 B 12 ILE

1 B 12 LEU

1 B 12 LYS

1 B 12 LYS

1 B 12 MET

1 B 12 HIS

1 B 12 ASN

1 B 12 LYS

1 B 12 ILE

1 B 12 ILE

1 B 12 ILE

1 B 12 ASN

1 B 12 GLN

1 B 12 ILE

1 B 12 ILE

1 B 12 LYS

1 B 12 LEU

1 B 12 ILE

1 B 12 LEU

1 B 12 LEU

1 B 12 LEU

1 B 12 TYR
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1 B 12 ILE

1 B 12 LEU

1 B 12 GLU

1 B 12 THR

1 B 12 ASN

1 B 12 LYS

1 B 12 ILE

1 B 12 LYS

1 B 12 LEU

1 B 12 LEU

1 B 12 PRO

1 B 12 ILE

1 B 12 VAL

1 B 12 ARG

1 B 13 LEU

1 B 13 ILE

1 B 13 LEU

1 B 13 LYS

1 B 13 LYS

1 B 13 MET

1 B 13 HIS

1 B 13 ASN

1 B 13 LYS
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1 B 13 ILE

1 B 13 ILE

1 B 13 ILE

1 B 13 ASN

1 B 13 GLN

1 B 13 ILE

1 B 13 ILE

1 B 13 LYS

1 B 13 LEU

1 B 13 ILE

1 B 13 LEU

1 B 13 LEU

1 B 13 LEU

1 B 13 TYR

1 B 13 ILE

1 B 13 LEU

1 B 13 GLU

1 B 13 THR

1 B 13 ASN

1 B 13 LYS

1 B 13 ILE

1 B 13 LYS

1 B 13 LEU
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1 B 13 LEU

1 B 13 PRO

1 B 13 ILE

1 B 13 VAL

1 B 13 ARG

1 B 14 LEU

1 B 14 ILE

1 B 14 LEU

1 B 14 LYS

1 B 14 LYS

1 B 14 MET

1 B 14 HIS

1 B 14 ASN

1 B 14 LYS

1 B 14 ILE

1 B 14 ILE

1 B 14 ILE

1 B 14 ASN

1 B 14 GLN

1 B 14 ILE

1 B 14 ILE

1 B 14 LYS

1 B 14 LEU
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1 B 14 ILE

1 B 14 LEU

1 B 14 LEU

1 B 14 LEU

1 B 14 TYR

1 B 14 ILE

1 B 14 LEU

1 B 14 GLU

1 B 14 THR

1 B 14 ASN

1 B 14 LYS

1 B 14 ILE

1 B 14 LYS

1 B 14 LEU

1 B 14 LEU

1 B 14 PRO

1 B 14 ILE

1 B 14 VAL

1 B 14 ARG

1 B 15 LEU

1 B 15 ILE

1 B 15 LEU

1 B 15 LYS
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1 B 15 LYS

1 B 15 MET

1 B 15 HIS

1 B 15 ASN

1 B 15 LYS

1 B 15 ILE

1 B 15 ILE

1 B 15 ILE

1 B 15 ASN

1 B 15 GLN

1 B 15 ILE

1 B 15 ILE

1 B 15 LYS

1 B 15 LEU

1 B 15 ILE

1 B 15 LEU

1 B 15 LEU

1 B 15 LEU

1 B 15 TYR

1 B 15 ILE

1 B 15 LEU

1 B 15 GLU

1 B 15 THR
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1 B 15 ASN

1 B 15 LYS

1 B 15 ILE

1 B 15 LYS

1 B 15 LEU

1 B 15 LEU

1 B 15 PRO

1 B 15 ILE

1 B 15 VAL

1 B 15 ARG

1 C 48 LEU

1 C 56 ASN

1 C 68 LEU

1 C 72 ILE

1 C 74 LYS

1 C 82 LEU

1 C 182 LYS

1 C 228 GLN

1 C 281 LYS

1 C 292 LEU

1 C 361 ILE

1 C 367 PRO

1 C 421 ILE

Model ID Chain Residue ID Residue type

261 of 430

IM Structure Validation Report



1 C 436 ASN

1 C 443 ILE

1 C 446 GLU

1 C 464 ILE

1 C 479 ILE

1 C 494 GLN

1 C 495 ILE

1 C 515 SER

1 C 554 ILE

1 C 557 LEU

1 C 641 GLU

1 C 705 LEU

1 C 717 ASN

1 C 726 LYS

1 C 737 GLU

1 C 749 GLN

1 C 770 ARG

1 C 802 ILE

1 C 806 LYS

1 C 810 ASN

1 C 857 VAL

1 C 863 ILE

1 C 910 LYS
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1 C 962 LEU

1 C 977 ILE

1 C 1010 LYS

1 C 1036 ARG

1 C 1038 GLN

1 C 1102 LEU

1 C 1131 MET

1 C 1170 ILE

1 C 1196 ILE

1 C 1212 PRO

1 C 1321 ILE

1 C 1355 PRO

1 C 1394 GLN

1 C 1453 LYS

1 C 1513 LYS

1 C 1537 LEU

1 C 1550 LEU

1 C 1611 LYS

1 C1 48 LEU

1 C1 56 ASN

1 C1 68 LEU

1 C1 72 ILE

1 C1 74 LYS
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1 C1 82 LEU

1 C1 182 LYS

1 C1 228 GLN

1 C1 281 LYS

1 C1 292 LEU

1 C1 361 ILE

1 C1 367 PRO

1 C1 421 ILE

1 C1 436 ASN

1 C1 443 ILE

1 C1 446 GLU

1 C1 464 ILE

1 C1 479 ILE

1 C1 494 GLN

1 C1 495 ILE

1 C1 515 SER

1 C1 554 ILE

1 C1 557 LEU

1 C1 641 GLU

1 C1 705 LEU

1 C1 717 ASN

1 C1 726 LYS

1 C1 737 GLU
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1 C1 749 GLN

1 C1 770 ARG

1 C1 802 ILE

1 C1 806 LYS

1 C1 810 ASN

1 C1 857 VAL

1 C1 863 ILE

1 C1 910 LYS

1 C1 962 LEU

1 C1 977 ILE

1 C2 48 LEU

1 C2 56 ASN

1 C2 68 LEU

1 C2 72 ILE

1 C2 74 LYS

1 C2 82 LEU

1 C2 182 LYS

1 C2 228 GLN

1 C2 281 LYS

1 C2 292 LEU

1 C2 361 ILE

1 C2 367 PRO

1 C2 421 ILE
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1 C2 436 ASN

1 C2 443 ILE

1 C2 446 GLU

1 C2 464 ILE

1 C2 479 ILE

1 C2 494 GLN

1 C2 495 ILE

1 C2 515 SER

1 C2 554 ILE

1 C2 557 LEU

1 C2 641 GLU

1 C2 705 LEU

1 C2 717 ASN

1 C2 726 LYS

1 C2 737 GLU

1 C2 749 GLN

1 C2 770 ARG

1 C2 802 ILE

1 C2 806 LYS

1 C2 810 ASN

1 C2 857 VAL

1 C2 863 ILE

1 C2 910 LYS
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1 C2 962 LEU

1 C2 977 ILE

1 C3 48 LEU

1 C3 56 ASN

1 C3 68 LEU

1 C3 72 ILE

1 C3 74 LYS

1 C3 82 LEU

1 C3 182 LYS

1 C3 228 GLN

1 C3 281 LYS

1 C3 292 LEU

1 C3 361 ILE

1 C3 367 PRO

1 C3 421 ILE

1 C3 436 ASN

1 C3 443 ILE

1 C3 446 GLU

1 C3 464 ILE

1 C3 479 ILE

1 C3 494 GLN

1 C3 495 ILE

1 C3 515 SER
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1 C3 554 ILE

1 C3 557 LEU

1 C3 641 GLU

1 C3 705 LEU

1 C3 717 ASN

1 C3 726 LYS

1 C3 737 GLU

1 C3 749 GLN

1 C3 770 ARG

1 C3 802 ILE

1 C3 806 LYS

1 C3 810 ASN

1 C3 857 VAL

1 C3 863 ILE

1 C3 910 LYS

1 C3 962 LEU

1 C3 977 ILE

1 C4 48 LEU

1 C4 56 ASN

1 C4 68 LEU

1 C4 72 ILE

1 C4 74 LYS

1 C4 82 LEU
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1 C4 182 LYS

1 C4 228 GLN

1 C4 281 LYS

1 C4 292 LEU

1 C4 361 ILE

1 C4 367 PRO

1 C4 421 ILE

1 C4 436 ASN

1 C4 443 ILE

1 C4 446 GLU

1 C4 464 ILE

1 C4 479 ILE

1 C4 494 GLN

1 C4 495 ILE

1 C4 515 SER

1 C4 554 ILE

1 C4 557 LEU

1 C4 641 GLU

1 C4 705 LEU

1 C4 717 ASN

1 C4 726 LYS

1 C4 737 GLU

1 C4 749 GLN
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1 C4 770 ARG

1 C4 802 ILE

1 C4 806 LYS

1 C4 810 ASN

1 C4 857 VAL

1 C4 863 ILE

1 C4 910 LYS

1 C4 962 LEU

1 C4 977 ILE

1 C5 48 LEU

1 C5 56 ASN

1 C5 68 LEU

1 C5 72 ILE

1 C5 74 LYS

1 C5 82 LEU

1 C5 182 LYS

1 C5 228 GLN

1 C5 281 LYS

1 C5 292 LEU

1 C5 361 ILE

1 C5 367 PRO

1 C5 421 ILE

1 C5 436 ASN
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1 C5 443 ILE

1 C5 446 GLU

1 C5 464 ILE

1 C5 479 ILE

1 C5 494 GLN

1 C5 495 ILE

1 C5 515 SER

1 C5 554 ILE

1 C5 557 LEU

1 C5 641 GLU

1 C5 705 LEU

1 C5 717 ASN

1 C5 726 LYS

1 C5 737 GLU

1 C5 749 GLN

1 C5 770 ARG

1 C5 802 ILE

1 C5 806 LYS

1 C5 810 ASN

1 C5 857 VAL

1 C5 863 ILE

1 C5 910 LYS

1 C5 962 LEU
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1 C5 977 ILE

1 C6 48 LEU

1 C6 56 ASN

1 C6 68 LEU

1 C6 72 ILE

1 C6 74 LYS

1 C6 82 LEU

1 C6 182 LYS

1 C6 228 GLN

1 C6 281 LYS

1 C6 292 LEU

1 C6 361 ILE

1 C6 367 PRO

1 C6 421 ILE

1 C6 436 ASN

1 C6 443 ILE

1 C6 446 GLU

1 C6 464 ILE

1 C6 479 ILE

1 C6 494 GLN

1 C6 495 ILE

1 C6 515 SER

1 C6 554 ILE
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1 C6 557 LEU

1 C6 641 GLU

1 C6 705 LEU

1 C6 717 ASN

1 C6 726 LYS

1 C6 737 GLU

1 C6 749 GLN

1 C6 770 ARG

1 C6 802 ILE

1 C6 806 LYS

1 C6 810 ASN

1 C6 857 VAL

1 C6 863 ILE

1 C6 910 LYS

1 C6 962 LEU

1 C6 977 ILE

1 C7 48 LEU

1 C7 56 ASN

1 C7 68 LEU

1 C7 72 ILE

1 C7 74 LYS

1 C7 82 LEU

1 C7 182 LYS
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1 C7 228 GLN

1 C7 281 LYS

1 C7 292 LEU

1 C7 361 ILE

1 C7 367 PRO

1 C7 421 ILE

1 C7 436 ASN

1 C7 443 ILE

1 C7 446 GLU

1 C7 464 ILE

1 C7 479 ILE

1 C7 494 GLN

1 C7 495 ILE

1 C7 515 SER

1 C7 554 ILE

1 C7 557 LEU

1 C7 641 GLU

1 C7 705 LEU

1 C7 717 ASN

1 C7 726 LYS

1 C7 737 GLU

1 C7 749 GLN

1 C7 770 ARG
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1 C7 802 ILE

1 C7 806 LYS

1 C7 810 ASN

1 C7 857 VAL

1 C7 863 ILE

1 C7 910 LYS

1 C7 962 LEU

1 C7 977 ILE

1 C8 48 LEU

1 C8 56 ASN

1 C8 68 LEU

1 C8 72 ILE

1 C8 74 LYS

1 C8 82 LEU

1 C8 182 LYS

1 C8 228 GLN

1 C8 281 LYS

1 C8 292 LEU

1 C8 361 ILE

1 C8 367 PRO

1 C8 421 ILE

1 C8 436 ASN

1 C8 443 ILE
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1 C8 446 GLU

1 C8 464 ILE

1 C8 479 ILE

1 C8 494 GLN

1 C8 495 ILE

1 C8 515 SER

1 C8 554 ILE

1 C8 557 LEU

1 C8 641 GLU

1 C8 705 LEU

1 C8 717 ASN

1 C8 726 LYS

1 C8 737 GLU

1 C8 749 GLN

1 C8 770 ARG

1 C8 802 ILE

1 C8 806 LYS

1 C8 810 ASN

1 C8 857 VAL

1 C8 863 ILE

1 C8 910 LYS

1 C8 962 LEU

1 C8 977 ILE
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1 C9 48 LEU

1 C9 56 ASN

1 C9 68 LEU

1 C9 72 ILE

1 C9 74 LYS

1 C9 82 LEU

1 C9 182 LYS

1 C9 228 GLN

1 C9 281 LYS

1 C9 292 LEU

1 C9 361 ILE

1 C9 367 PRO

1 C9 421 ILE

1 C9 436 ASN

1 C9 443 ILE

1 C9 446 GLU

1 C9 464 ILE

1 C9 479 ILE

1 C9 494 GLN

1 C9 495 ILE

1 C9 515 SER

1 C9 554 ILE

1 C9 557 LEU
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1 C9 641 GLU

1 C9 705 LEU

1 C9 717 ASN

1 C9 726 LYS

1 C9 737 GLU

1 C9 749 GLN

1 C9 770 ARG

1 C9 802 ILE

1 C9 806 LYS

1 C9 810 ASN

1 C9 857 VAL

1 C9 863 ILE

1 C9 910 LYS

1 C9 962 LEU

1 C9 977 ILE

1 C 10 LEU

1 C 10 ASN

1 C 10 LEU

1 C 10 ILE

1 C 10 LYS

1 C 10 LEU

1 C 10 LYS

1 C 10 GLN

Model ID Chain Residue ID Residue type

278 of 430

IM Structure Validation Report



1 C 10 LYS

1 C 10 LEU

1 C 10 ILE

1 C 10 PRO

1 C 10 ILE

1 C 10 ASN

1 C 10 ILE

1 C 10 GLU

1 C 10 ILE

1 C 10 ILE

1 C 10 GLN

1 C 10 ILE

1 C 10 SER

1 C 10 ILE

1 C 10 LEU

1 C 10 GLU

1 C 10 LEU

1 C 10 ASN

1 C 10 LYS

1 C 10 GLU

1 C 10 GLN

1 C 10 ARG

1 C 10 ILE
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1 C 10 LYS

1 C 10 ASN

1 C 10 VAL

1 C 10 ILE

1 C 10 LYS

1 C 10 LEU

1 C 10 ILE

1 C 11 LEU

1 C 11 ASN

1 C 11 LEU

1 C 11 ILE

1 C 11 LYS

1 C 11 LEU

1 C 11 LYS

1 C 11 GLN

1 C 11 LYS

1 C 11 LEU

1 C 11 ILE

1 C 11 PRO

1 C 11 ILE

1 C 11 ASN

1 C 11 ILE

1 C 11 GLU
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1 C 11 ILE

1 C 11 ILE

1 C 11 GLN

1 C 11 ILE

1 C 11 SER

1 C 11 ILE

1 C 11 LEU

1 C 11 GLU

1 C 11 LEU

1 C 11 ASN

1 C 11 LYS

1 C 11 GLU

1 C 11 GLN

1 C 11 ARG

1 C 11 ILE

1 C 11 LYS

1 C 11 ASN

1 C 11 VAL

1 C 11 ILE

1 C 11 LYS

1 C 11 LEU

1 C 11 ILE

1 C 12 LEU
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1 C 12 ASN

1 C 12 LEU

1 C 12 ILE

1 C 12 LYS

1 C 12 LEU

1 C 12 LYS

1 C 12 GLN

1 C 12 LYS

1 C 12 LEU

1 C 12 ILE

1 C 12 PRO

1 C 12 ILE

1 C 12 ASN

1 C 12 ILE

1 C 12 GLU

1 C 12 ILE

1 C 12 ILE

1 C 12 GLN

1 C 12 ILE

1 C 12 SER

1 C 12 ILE

1 C 12 LEU

1 C 12 GLU
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1 C 12 LEU

1 C 12 ASN

1 C 12 LYS

1 C 12 GLU

1 C 12 GLN

1 C 12 ARG

1 C 12 ILE

1 C 12 LYS

1 C 12 ASN

1 C 12 VAL

1 C 12 ILE

1 C 12 LYS

1 C 12 LEU

1 C 12 ILE

1 C 13 LEU

1 C 13 ASN

1 C 13 LEU

1 C 13 ILE

1 C 13 LYS

1 C 13 LEU

1 C 13 LYS

1 C 13 GLN

1 C 13 LYS
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1 C 13 LEU

1 C 13 ILE

1 C 13 PRO

1 C 13 ILE

1 C 13 ASN

1 C 13 ILE

1 C 13 GLU

1 C 13 ILE

1 C 13 ILE

1 C 13 GLN

1 C 13 ILE

1 C 13 SER

1 C 13 ILE

1 C 13 LEU

1 C 13 GLU

1 C 13 LEU

1 C 13 ASN

1 C 13 LYS

1 C 13 GLU

1 C 13 GLN

1 C 13 ARG

1 C 13 ILE

1 C 13 LYS
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1 C 13 ASN

1 C 13 VAL

1 C 13 ILE

1 C 13 LYS

1 C 13 LEU

1 C 13 ILE

1 C 14 LEU

1 C 14 ASN

1 C 14 LEU

1 C 14 ILE

1 C 14 LYS

1 C 14 LEU

1 C 14 LYS

1 C 14 GLN

1 C 14 LYS

1 C 14 LEU

1 C 14 ILE

1 C 14 PRO

1 C 14 ILE

1 C 14 ASN

1 C 14 ILE

1 C 14 GLU

1 C 14 ILE
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1 C 14 ILE

1 C 14 GLN

1 C 14 ILE

1 C 14 SER

1 C 14 ILE

1 C 14 LEU

1 C 14 GLU

1 C 14 LEU

1 C 14 ASN

1 C 14 LYS

1 C 14 GLU

1 C 14 GLN

1 C 14 ARG

1 C 14 ILE

1 C 14 LYS

1 C 14 ASN

1 C 14 VAL

1 C 14 ILE

1 C 14 LYS

1 C 14 LEU

1 C 14 ILE

1 C 15 LEU

1 C 15 ASN
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1 C 15 LEU

1 C 15 ILE

1 C 15 LYS

1 C 15 LEU

1 C 15 LYS

1 C 15 GLN

1 C 15 LYS

1 C 15 LEU

1 C 15 ILE

1 C 15 PRO

1 C 15 ILE

1 C 15 ASN

1 C 15 ILE

1 C 15 GLU

1 C 15 ILE

1 C 15 ILE

1 C 15 GLN

1 C 15 ILE

1 C 15 SER

1 C 15 ILE

1 C 15 LEU

1 C 15 GLU

1 C 15 LEU
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1 C 15 ASN

1 C 15 LYS

1 C 15 GLU

1 C 15 GLN

1 C 15 ARG

1 C 15 ILE

1 C 15 LYS

1 C 15 ASN

1 C 15 VAL

1 C 15 ILE

1 C 15 LYS

1 C 15 LEU

1 C 15 ILE

1 D 15 ILE

1 D 19 LEU

1 D 26 ILE

1 D 36 LEU

1 D 43 ILE

1 D 60 LYS

1 D 128 VAL

1 D 129 LYS

1 D 132 ARG

1 D 134 LYS
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1 D 148 ILE

1 D 159 VAL

1 D 161 ILE

1 D 173 THR

1 D 204 ASN

1 D 206 TYR

1 D 212 LEU

1 D 224 ILE

1 D 226 ILE

1 D 230 VAL

1 D 231 PHE

1 D 234 PHE

1 D 235 ILE

1 D 239 PHE

1 D 241 PHE

1 D 243 THR

1 D 253 VAL

1 D 257 ARG

1 D 283 VAL

1 D 304 LEU

1 D 310 GLN

1 D 312 VAL

1 D 328 VAL
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1 D 346 ILE

1 D 366 LEU

1 D 431 ILE

1 D 443 CYS

1 D 448 GLU

1 D 465 ILE

1 D 469 MET

1 D 474 LYS

1 D 493 VAL

1 D 495 GLN

1 D 560 ILE

1 D 565 LEU

1 D 589 LEU

1 D 594 LYS

1 D 595 LYS

1 D 625 LEU

1 D 638 ARG

1 D 649 ILE

1 D 656 ASN

1 D 688 LYS

1 D 689 SER

1 D 690 PHE

1 D 691 ILE
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1 D 692 GLU

1 D 695 ASN

1 D 710 ILE

1 D 751 VAL

1 D 755 SER

1 D 756 ILE

1 D 757 ASP

1 D 758 ILE

1 D 760 LYS

1 D 761 SER

1 D 822 LYS

1 D 864 LEU

1 D 867 GLU

1 D 879 VAL

1 D 883 LEU

1 D 896 LEU

1 D 899 LEU

1 D 912 PRO

1 D 917 THR

1 D 918 LYS

1 D 919 CYS

1 D 942 LYS

1 D 952 SER
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1 D 953 LYS

1 D 957 PHE

1 D 959 TYR

1 D 961 PHE

1 D 963 ASP

1 D 967 PHE

1 D 974 LEU

1 D 975 ILE

1 D 977 ILE

1 D 979 SER

1 D 980 PRO

1 D 982 ILE

1 D 984 SER

1 D 988 ARG

1 D 1047 VAL

1 D 1054 LYS

1 D 1055 MET

1 D 1056 ASN

1 D 1060 LEU

1 D 1083 MET

1 D 1084 ARG

1 D 1085 ILE

1 D 1095 LYS
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1 D 1115 LEU

1 D 1121 CYS

1 D 1126 GLN

1 D 1143 ILE

1 D 1153 ILE

1 D 1171 LEU

1 D 1173 LEU

1 D 1174 ARG

1 D 1175 PHE

1 D 1184 ILE

1 D 1235 LYS

1 D 1247 ILE

1 D 1260 VAL

1 D 1283 ILE

1 D 1285 LYS

1 D 1287 LYS

1 D 1288 ASN

1 D 1294 ASP

1 D 1304 LEU

1 D 1311 ILE

1 D 1312 ARG

1 D1 15 ILE

1 D1 19 LEU
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1 D1 26 ILE

1 D1 36 LEU

1 D1 43 ILE

1 D1 60 LYS

1 D1 128 VAL

1 D1 129 LYS

1 D1 132 ARG

1 D1 134 LYS

1 D1 148 ILE

1 D1 159 VAL

1 D1 161 ILE

1 D1 173 THR

1 D1 204 ASN

1 D1 206 TYR

1 D1 212 LEU

1 D1 224 ILE

1 D1 226 ILE

1 D1 230 VAL

1 D1 231 PHE

1 D1 234 PHE

1 D1 235 ILE

1 D1 239 PHE

1 D1 241 PHE
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1 D1 243 THR

1 D1 253 VAL

1 D1 257 ARG

1 D1 283 VAL

1 D1 304 LEU

1 D1 310 GLN

1 D1 312 VAL

1 D1 328 VAL

1 D1 346 ILE

1 D1 366 LEU

1 D1 431 ILE

1 D1 443 CYS

1 D1 448 GLU

1 D1 465 ILE

1 D1 469 MET

1 D1 474 LYS

1 D1 493 VAL

1 D1 495 GLN

1 D1 560 ILE

1 D1 565 LEU

1 D1 589 LEU

1 D1 594 LYS

1 D1 595 LYS

Model ID Chain Residue ID Residue type

295 of 430

IM Structure Validation Report



1 D1 625 LEU

1 D1 638 ARG

1 D1 649 ILE

1 D1 656 ASN

1 D1 688 LYS

1 D1 689 SER

1 D1 690 PHE

1 D1 691 ILE

1 D1 692 GLU

1 D1 695 ASN

1 D1 710 ILE

1 D1 751 VAL

1 D1 755 SER

1 D1 756 ILE

1 D1 757 ASP

1 D1 758 ILE

1 D1 760 LYS

1 D1 761 SER

1 D1 822 LYS

1 D1 864 LEU

1 D1 867 GLU

1 D1 879 VAL

1 D1 883 LEU

Model ID Chain Residue ID Residue type

296 of 430

IM Structure Validation Report



1 D1 896 LEU

1 D1 899 LEU

1 D1 912 PRO

1 D1 917 THR

1 D1 918 LYS

1 D1 919 CYS

1 D1 942 LYS

1 D1 952 SER

1 D1 953 LYS

1 D1 957 PHE

1 D1 959 TYR

1 D1 961 PHE

1 D1 963 ASP

1 D1 967 PHE

1 D1 974 LEU

1 D1 975 ILE

1 D1 977 ILE

1 D1 979 SER

1 D1 980 PRO

1 D1 982 ILE

1 D1 984 SER

1 D1 988 ARG

1 D2 15 ILE
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1 D2 19 LEU

1 D2 26 ILE

1 D2 36 LEU

1 D2 43 ILE

1 D2 60 LYS

1 D2 128 VAL

1 D2 129 LYS

1 D2 132 ARG

1 D2 134 LYS

1 D2 148 ILE

1 D2 159 VAL

1 D2 161 ILE

1 D2 173 THR

1 D2 204 ASN

1 D2 206 TYR

1 D2 212 LEU

1 D2 224 ILE

1 D2 226 ILE

1 D2 230 VAL

1 D2 231 PHE

1 D2 234 PHE

1 D2 235 ILE

1 D2 239 PHE
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1 D2 241 PHE

1 D2 243 THR

1 D2 253 VAL

1 D2 257 ARG

1 D2 283 VAL

1 D2 304 LEU

1 D2 310 GLN

1 D2 312 VAL

1 D2 328 VAL

1 D2 346 ILE

1 D2 366 LEU

1 D2 431 ILE

1 D2 443 CYS

1 D2 448 GLU

1 D2 465 ILE

1 D2 469 MET

1 D2 474 LYS

1 D2 493 VAL

1 D2 495 GLN

1 D2 560 ILE

1 D2 565 LEU

1 D2 589 LEU

1 D2 594 LYS
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1 D2 595 LYS

1 D2 625 LEU

1 D2 638 ARG

1 D2 649 ILE

1 D2 656 ASN

1 D2 688 LYS

1 D2 689 SER

1 D2 690 PHE

1 D2 691 ILE

1 D2 692 GLU

1 D2 695 ASN

1 D2 710 ILE

1 D2 751 VAL

1 D2 755 SER

1 D2 756 ILE

1 D2 757 ASP

1 D2 758 ILE

1 D2 760 LYS

1 D2 761 SER

1 D2 822 LYS

1 D2 864 LEU

1 D2 867 GLU

1 D2 879 VAL
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1 D2 883 LEU

1 D2 896 LEU

1 D2 899 LEU

1 D2 912 PRO

1 D2 917 THR

1 D2 918 LYS

1 D2 919 CYS

1 D2 942 LYS

1 D2 952 SER

1 D2 953 LYS

1 D2 957 PHE

1 D2 959 TYR

1 D2 961 PHE

1 D2 963 ASP

1 D2 967 PHE

1 D2 974 LEU

1 D2 975 ILE

1 D2 977 ILE

1 D2 979 SER

1 D2 980 PRO

1 D2 982 ILE

1 D2 984 SER

1 D2 988 ARG
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1 D3 15 ILE

1 D3 19 LEU

1 D3 26 ILE

1 D3 36 LEU

1 D3 43 ILE

1 D3 60 LYS

1 D3 128 VAL

1 D3 129 LYS

1 D3 132 ARG

1 D3 134 LYS

1 D3 148 ILE

1 D3 159 VAL

1 D3 161 ILE

1 D3 173 THR

1 D3 204 ASN

1 D3 206 TYR

1 D3 212 LEU

1 D3 224 ILE

1 D3 226 ILE

1 D3 230 VAL

1 D3 231 PHE

1 D3 234 PHE

1 D3 235 ILE
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1 D3 239 PHE

1 D3 241 PHE

1 D3 243 THR

1 D3 253 VAL

1 D3 257 ARG

1 D3 283 VAL

1 D3 304 LEU

1 D3 310 GLN

1 D3 312 VAL

1 D3 328 VAL

1 D3 346 ILE

1 D3 366 LEU

1 D3 431 ILE

1 D3 443 CYS

1 D3 448 GLU

1 D3 465 ILE

1 D3 469 MET

1 D3 474 LYS

1 D3 493 VAL

1 D3 495 GLN

1 D3 560 ILE

1 D3 565 LEU

1 D3 589 LEU
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1 D3 594 LYS

1 D3 595 LYS

1 D3 625 LEU

1 D3 638 ARG

1 D3 649 ILE

1 D3 656 ASN

1 D3 688 LYS

1 D3 689 SER

1 D3 690 PHE

1 D3 691 ILE

1 D3 692 GLU

1 D3 695 ASN

1 D3 710 ILE

1 D3 751 VAL

1 D3 755 SER

1 D3 756 ILE

1 D3 757 ASP

1 D3 758 ILE

1 D3 760 LYS

1 D3 761 SER

1 D3 822 LYS

1 D3 864 LEU

1 D3 867 GLU
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1 D3 879 VAL

1 D3 883 LEU

1 D3 896 LEU

1 D3 899 LEU

1 D3 912 PRO

1 D3 917 THR

1 D3 918 LYS

1 D3 919 CYS

1 D3 942 LYS

1 D3 952 SER

1 D3 953 LYS

1 D3 957 PHE

1 D3 959 TYR

1 D3 961 PHE

1 D3 963 ASP

1 D3 967 PHE

1 D3 974 LEU

1 D3 975 ILE

1 D3 977 ILE

1 D3 979 SER

1 D3 980 PRO

1 D3 982 ILE

1 D3 984 SER
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1 D3 988 ARG

1 D4 15 ILE

1 D4 19 LEU

1 D4 26 ILE

1 D4 36 LEU

1 D4 43 ILE

1 D4 60 LYS

1 D4 128 VAL

1 D4 129 LYS

1 D4 132 ARG

1 D4 134 LYS

1 D4 148 ILE

1 D4 159 VAL

1 D4 161 ILE

1 D4 173 THR

1 D4 204 ASN

1 D4 206 TYR

1 D4 212 LEU

1 D4 224 ILE

1 D4 226 ILE

1 D4 230 VAL

1 D4 231 PHE

1 D4 234 PHE
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1 D4 235 ILE

1 D4 239 PHE

1 D4 241 PHE

1 D4 243 THR

1 D4 253 VAL

1 D4 257 ARG

1 D4 283 VAL

1 D4 304 LEU

1 D4 310 GLN

1 D4 312 VAL

1 D4 328 VAL

1 D4 346 ILE

1 D4 366 LEU

1 D4 431 ILE

1 D4 443 CYS

1 D4 448 GLU

1 D4 465 ILE

1 D4 469 MET

1 D4 474 LYS

1 D4 493 VAL

1 D4 495 GLN

1 D4 560 ILE

1 D4 565 LEU
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1 D4 589 LEU

1 D4 594 LYS

1 D4 595 LYS

1 D4 625 LEU

1 D4 638 ARG

1 D4 649 ILE

1 D4 656 ASN

1 D4 688 LYS

1 D4 689 SER

1 D4 690 PHE

1 D4 691 ILE

1 D4 692 GLU

1 D4 695 ASN

1 D4 710 ILE

1 D4 751 VAL

1 D4 755 SER

1 D4 756 ILE

1 D4 757 ASP

1 D4 758 ILE

1 D4 760 LYS

1 D4 761 SER

1 D4 822 LYS

1 D4 864 LEU
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1 D4 867 GLU

1 D4 879 VAL

1 D4 883 LEU

1 D4 896 LEU

1 D4 899 LEU

1 D4 912 PRO

1 D4 917 THR

1 D4 918 LYS

1 D4 919 CYS

1 D4 942 LYS

1 D4 952 SER

1 D4 953 LYS

1 D4 957 PHE

1 D4 959 TYR

1 D4 961 PHE

1 D4 963 ASP

1 D4 967 PHE

1 D4 974 LEU

1 D4 975 ILE

1 D4 977 ILE

1 D4 979 SER

1 D4 980 PRO

1 D4 982 ILE
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1 D4 984 SER

1 D4 988 ARG

1 D5 15 ILE

1 D5 19 LEU

1 D5 26 ILE

1 D5 36 LEU

1 D5 43 ILE

1 D5 60 LYS

1 D5 128 VAL

1 D5 129 LYS

1 D5 132 ARG

1 D5 134 LYS

1 D5 148 ILE

1 D5 159 VAL

1 D5 161 ILE

1 D5 173 THR

1 D5 204 ASN

1 D5 206 TYR

1 D5 212 LEU

1 D5 224 ILE

1 D5 226 ILE

1 D5 230 VAL

1 D5 231 PHE
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1 D5 234 PHE

1 D5 235 ILE

1 D5 239 PHE

1 D5 241 PHE

1 D5 243 THR

1 D5 253 VAL

1 D5 257 ARG

1 D5 283 VAL

1 D5 304 LEU

1 D5 310 GLN

1 D5 312 VAL

1 D5 328 VAL

1 D5 346 ILE

1 D5 366 LEU

1 D5 431 ILE

1 D5 443 CYS

1 D5 448 GLU

1 D5 465 ILE

1 D5 469 MET

1 D5 474 LYS

1 D5 493 VAL

1 D5 495 GLN

1 D5 560 ILE
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1 D5 565 LEU

1 D5 589 LEU

1 D5 594 LYS

1 D5 595 LYS

1 D5 625 LEU

1 D5 638 ARG

1 D5 649 ILE

1 D5 656 ASN

1 D5 688 LYS

1 D5 689 SER

1 D5 690 PHE

1 D5 691 ILE

1 D5 692 GLU

1 D5 695 ASN

1 D5 710 ILE

1 D5 751 VAL

1 D5 755 SER

1 D5 756 ILE

1 D5 757 ASP

1 D5 758 ILE

1 D5 760 LYS

1 D5 761 SER

1 D5 822 LYS
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1 D5 864 LEU

1 D5 867 GLU

1 D5 879 VAL

1 D5 883 LEU

1 D5 896 LEU

1 D5 899 LEU

1 D5 912 PRO

1 D5 917 THR

1 D5 918 LYS

1 D5 919 CYS

1 D5 942 LYS

1 D5 952 SER

1 D5 953 LYS

1 D5 957 PHE

1 D5 959 TYR

1 D5 961 PHE

1 D5 963 ASP

1 D5 967 PHE

1 D5 974 LEU

1 D5 975 ILE

1 D5 977 ILE

1 D5 979 SER

1 D5 980 PRO

Model ID Chain Residue ID Residue type

313 of 430

IM Structure Validation Report



1 D5 982 ILE

1 D5 984 SER

1 D5 988 ARG

1 D6 15 ILE

1 D6 19 LEU

1 D6 26 ILE

1 D6 36 LEU

1 D6 43 ILE

1 D6 60 LYS

1 D6 128 VAL

1 D6 129 LYS

1 D6 132 ARG

1 D6 134 LYS

1 D6 148 ILE

1 D6 159 VAL

1 D6 161 ILE

1 D6 173 THR

1 D6 204 ASN

1 D6 206 TYR

1 D6 212 LEU

1 D6 224 ILE

1 D6 226 ILE

1 D6 230 VAL
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1 D6 231 PHE

1 D6 234 PHE

1 D6 235 ILE

1 D6 239 PHE

1 D6 241 PHE

1 D6 243 THR

1 D6 253 VAL

1 D6 257 ARG

1 D6 283 VAL

1 D6 304 LEU

1 D6 310 GLN

1 D6 312 VAL

1 D6 328 VAL

1 D6 346 ILE

1 D6 366 LEU

1 D6 431 ILE

1 D6 443 CYS

1 D6 448 GLU

1 D6 465 ILE

1 D6 469 MET

1 D6 474 LYS

1 D6 493 VAL

1 D6 495 GLN
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1 D6 560 ILE

1 D6 565 LEU

1 D6 589 LEU

1 D6 594 LYS

1 D6 595 LYS

1 D6 625 LEU

1 D6 638 ARG

1 D6 649 ILE

1 D6 656 ASN

1 D6 688 LYS

1 D6 689 SER

1 D6 690 PHE

1 D6 691 ILE

1 D6 692 GLU

1 D6 695 ASN

1 D6 710 ILE

1 D6 751 VAL

1 D6 755 SER

1 D6 756 ILE

1 D6 757 ASP

1 D6 758 ILE

1 D6 760 LYS

1 D6 761 SER
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1 D6 822 LYS

1 D6 864 LEU

1 D6 867 GLU

1 D6 879 VAL

1 D6 883 LEU

1 D6 896 LEU

1 D6 899 LEU

1 D6 912 PRO

1 D6 917 THR

1 D6 918 LYS

1 D6 919 CYS

1 D6 942 LYS

1 D6 952 SER

1 D6 953 LYS

1 D6 957 PHE

1 D6 959 TYR

1 D6 961 PHE

1 D6 963 ASP

1 D6 967 PHE

1 D6 974 LEU

1 D6 975 ILE

1 D6 977 ILE

1 D6 979 SER
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1 D6 980 PRO

1 D6 982 ILE

1 D6 984 SER

1 D6 988 ARG

1 D7 15 ILE

1 D7 19 LEU

1 D7 26 ILE

1 D7 36 LEU

1 D7 43 ILE

1 D7 60 LYS

1 D7 128 VAL

1 D7 129 LYS

1 D7 132 ARG

1 D7 134 LYS

1 D7 148 ILE

1 D7 159 VAL

1 D7 161 ILE

1 D7 173 THR

1 D7 204 ASN

1 D7 206 TYR

1 D7 212 LEU

1 D7 224 ILE

1 D7 226 ILE
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1 D7 230 VAL

1 D7 231 PHE

1 D7 234 PHE

1 D7 235 ILE

1 D7 239 PHE

1 D7 241 PHE

1 D7 243 THR

1 D7 253 VAL

1 D7 257 ARG

1 D7 283 VAL

1 D7 304 LEU

1 D7 310 GLN

1 D7 312 VAL

1 D7 328 VAL

1 D7 346 ILE

1 D7 366 LEU

1 D7 431 ILE

1 D7 443 CYS

1 D7 448 GLU

1 D7 465 ILE

1 D7 469 MET

1 D7 474 LYS

1 D7 493 VAL
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1 D7 495 GLN

1 D7 560 ILE

1 D7 565 LEU

1 D7 589 LEU

1 D7 594 LYS

1 D7 595 LYS

1 D7 625 LEU

1 D7 638 ARG

1 D7 649 ILE

1 D7 656 ASN

1 D7 688 LYS

1 D7 689 SER

1 D7 690 PHE

1 D7 691 ILE

1 D7 692 GLU

1 D7 695 ASN

1 D7 710 ILE

1 D7 751 VAL

1 D7 755 SER

1 D7 756 ILE

1 D7 757 ASP

1 D7 758 ILE

1 D7 760 LYS
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1 D7 761 SER

1 D7 822 LYS

1 D7 864 LEU

1 D7 867 GLU

1 D7 879 VAL

1 D7 883 LEU

1 D7 896 LEU

1 D7 899 LEU

1 D7 912 PRO

1 D7 917 THR

1 D7 918 LYS

1 D7 919 CYS

1 D7 942 LYS

1 D7 952 SER

1 D7 953 LYS

1 D7 957 PHE

1 D7 959 TYR

1 D7 961 PHE

1 D7 963 ASP

1 D7 967 PHE

1 D7 974 LEU

1 D7 975 ILE

1 D7 977 ILE
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1 D7 979 SER

1 D7 980 PRO

1 D7 982 ILE

1 D7 984 SER

1 D7 988 ARG

1 D8 15 ILE

1 D8 19 LEU

1 D8 26 ILE

1 D8 36 LEU

1 D8 43 ILE

1 D8 60 LYS

1 D8 128 VAL

1 D8 129 LYS

1 D8 132 ARG

1 D8 134 LYS

1 D8 148 ILE

1 D8 159 VAL

1 D8 161 ILE

1 D8 173 THR

1 D8 204 ASN

1 D8 206 TYR

1 D8 212 LEU

1 D8 224 ILE
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1 D8 226 ILE

1 D8 230 VAL

1 D8 231 PHE

1 D8 234 PHE

1 D8 235 ILE

1 D8 239 PHE

1 D8 241 PHE

1 D8 243 THR

1 D8 253 VAL

1 D8 257 ARG

1 D8 283 VAL

1 D8 304 LEU

1 D8 310 GLN

1 D8 312 VAL

1 D8 328 VAL

1 D8 346 ILE

1 D8 366 LEU

1 D8 431 ILE

1 D8 443 CYS

1 D8 448 GLU

1 D8 465 ILE

1 D8 469 MET

1 D8 474 LYS
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1 D8 493 VAL

1 D8 495 GLN

1 D8 560 ILE

1 D8 565 LEU

1 D8 589 LEU

1 D8 594 LYS

1 D8 595 LYS

1 D8 625 LEU

1 D8 638 ARG

1 D8 649 ILE

1 D8 656 ASN

1 D8 688 LYS

1 D8 689 SER

1 D8 690 PHE

1 D8 691 ILE

1 D8 692 GLU

1 D8 695 ASN

1 D8 710 ILE

1 D8 751 VAL

1 D8 755 SER

1 D8 756 ILE

1 D8 757 ASP

1 D8 758 ILE
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1 D8 760 LYS

1 D8 761 SER

1 D8 822 LYS

1 D8 864 LEU

1 D8 867 GLU

1 D8 879 VAL

1 D8 883 LEU

1 D8 896 LEU

1 D8 899 LEU

1 D8 912 PRO

1 D8 917 THR

1 D8 918 LYS

1 D8 919 CYS

1 D8 942 LYS

1 D8 952 SER

1 D8 953 LYS

1 D8 957 PHE

1 D8 959 TYR

1 D8 961 PHE

1 D8 963 ASP

1 D8 967 PHE

1 D8 974 LEU

1 D8 975 ILE
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1 D8 977 ILE

1 D8 979 SER

1 D8 980 PRO

1 D8 982 ILE

1 D8 984 SER

1 D8 988 ARG

1 D9 15 ILE

1 D9 19 LEU

1 D9 26 ILE

1 D9 36 LEU

1 D9 43 ILE

1 D9 60 LYS

1 D9 128 VAL

1 D9 129 LYS

1 D9 132 ARG

1 D9 134 LYS

1 D9 148 ILE

1 D9 159 VAL

1 D9 161 ILE

1 D9 173 THR

1 D9 204 ASN

1 D9 206 TYR

1 D9 212 LEU
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1 D9 224 ILE

1 D9 226 ILE

1 D9 230 VAL

1 D9 231 PHE

1 D9 234 PHE

1 D9 235 ILE

1 D9 239 PHE

1 D9 241 PHE

1 D9 243 THR

1 D9 253 VAL

1 D9 257 ARG

1 D9 283 VAL

1 D9 304 LEU

1 D9 310 GLN

1 D9 312 VAL

1 D9 328 VAL

1 D9 346 ILE

1 D9 366 LEU

1 D9 431 ILE

1 D9 443 CYS

1 D9 448 GLU

1 D9 465 ILE

1 D9 469 MET
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1 D9 474 LYS

1 D9 493 VAL

1 D9 495 GLN

1 D9 560 ILE

1 D9 565 LEU

1 D9 589 LEU

1 D9 594 LYS

1 D9 595 LYS

1 D9 625 LEU

1 D9 638 ARG

1 D9 649 ILE

1 D9 656 ASN

1 D9 688 LYS

1 D9 689 SER

1 D9 690 PHE

1 D9 691 ILE

1 D9 692 GLU

1 D9 695 ASN

1 D9 710 ILE

1 D9 751 VAL

1 D9 755 SER

1 D9 756 ILE

1 D9 757 ASP

Model ID Chain Residue ID Residue type

328 of 430

IM Structure Validation Report



1 D9 758 ILE

1 D9 760 LYS

1 D9 761 SER

1 D9 822 LYS

1 D9 864 LEU

1 D9 867 GLU

1 D9 879 VAL

1 D9 883 LEU

1 D9 896 LEU

1 D9 899 LEU

1 D9 912 PRO

1 D9 917 THR

1 D9 918 LYS

1 D9 919 CYS

1 D9 942 LYS

1 D9 952 SER

1 D9 953 LYS

1 D9 957 PHE

1 D9 959 TYR

1 D9 961 PHE

1 D9 963 ASP

1 D9 967 PHE

1 D9 974 LEU
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1 D9 975 ILE

1 D9 977 ILE

1 D9 979 SER

1 D9 980 PRO

1 D9 982 ILE

1 D9 984 SER

1 D9 988 ARG

1 D 15 ILE

1 D 15 LEU

1 D 15 ILE

1 D 15 LEU

1 D 15 ILE

1 D 15 LYS

1 D 15 VAL

1 D 15 LYS

1 D 15 ARG

1 D 15 LYS

1 D 15 ILE

1 D 15 VAL

1 D 15 ILE

1 D 15 THR

1 D 15 ASN

1 D 15 TYR
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1 D 15 LEU

1 D 15 ILE

1 D 15 ILE

1 D 15 VAL

1 D 15 PHE

1 D 15 PHE

1 D 15 ILE

1 D 15 PHE

1 D 15 PHE

1 D 15 THR

1 D 15 VAL

1 D 15 ARG

1 D 15 VAL

1 D 15 LEU

1 D 15 GLN

1 D 15 VAL

1 D 15 VAL

1 D 15 ILE

1 D 15 LEU

1 D 15 ILE

1 D 15 CYS

1 D 15 GLU

1 D 15 ILE
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1 D 15 MET

1 D 15 LYS

1 D 15 VAL

1 D 15 GLN

1 D 15 ILE

1 D 15 LEU

1 D 15 LEU

1 D 15 LYS

1 D 15 LYS

1 D 15 LEU

1 D 15 ARG

1 D 15 ILE

1 D 15 ASN

1 D 15 LYS

1 D 15 SER

1 D 15 PHE

1 D 15 ILE

1 D 15 GLU

1 D 15 ASN

1 D 15 ILE

1 D 15 VAL

1 D 15 SER

1 D 15 ILE
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1 D 15 ASP

1 D 15 ILE

1 D 15 LYS

1 D 15 SER

1 D 15 LYS

1 D 15 LEU

1 D 15 GLU

1 D 15 VAL

1 D 15 LEU

1 D 15 LEU

1 D 15 LEU

1 D 15 PRO

1 D 15 THR

1 D 15 LYS

1 D 15 CYS

1 D 15 LYS

1 D 15 SER

1 D 15 LYS

1 D 15 PHE

1 D 15 TYR

1 D 15 PHE

1 D 15 ASP

1 D 15 PHE
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1 D 15 LEU

1 D 15 ILE

1 D 15 ILE

1 D 15 SER

1 D 15 PRO

1 D 15 ILE

1 D 15 SER

1 D 15 ARG

1 D 16 ILE

1 D 16 LEU

1 D 16 ILE

1 D 16 LEU

1 D 16 ILE

1 D 16 LYS

1 D 16 VAL

1 D 16 LYS

1 D 16 ARG

1 D 16 LYS

1 D 16 ILE

1 D 16 VAL

1 D 16 ILE

1 D 16 THR

1 D 16 ASN
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1 D 16 TYR

1 D 16 LEU

1 D 16 ILE

1 D 16 ILE

1 D 16 VAL

1 D 16 PHE

1 D 16 PHE

1 D 16 ILE

1 D 16 PHE

1 D 16 PHE

1 D 16 THR

1 D 16 VAL

1 D 16 ARG

1 D 16 VAL

1 D 16 LEU

1 D 16 GLN

1 D 16 VAL

1 D 16 VAL

1 D 16 ILE

1 D 16 LEU

1 D 16 ILE

1 D 16 CYS

1 D 16 GLU
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1 D 16 ILE

1 D 16 MET

1 D 16 LYS

1 D 16 VAL

1 D 16 GLN

1 D 16 ILE

1 D 16 LEU

1 D 16 LEU

1 D 16 LYS

1 D 16 LYS

1 D 16 LEU

1 D 16 ARG

1 D 16 ILE

1 D 16 ASN

1 D 16 LYS

1 D 16 SER

1 D 16 PHE

1 D 16 ILE

1 D 16 GLU

1 D 16 ASN

1 D 16 ILE

1 D 16 VAL

1 D 16 SER
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1 D 16 ILE

1 D 16 ASP

1 D 16 ILE

1 D 16 LYS

1 D 16 SER

1 D 16 LYS

1 D 16 LEU

1 D 16 GLU

1 D 16 VAL

1 D 16 LEU

1 D 16 LEU

1 D 16 LEU

1 D 16 PRO

1 D 16 THR

1 D 16 LYS

1 D 16 CYS

1 D 16 LYS

1 D 16 SER

1 D 16 LYS

1 D 16 PHE

1 D 16 TYR

1 D 16 PHE

1 D 16 ASP
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1 D 16 PHE

1 D 16 LEU

1 D 16 ILE

1 D 16 ILE

1 D 16 SER

1 D 16 PRO

1 D 16 ILE

1 D 16 SER

1 D 16 ARG

1 D 17 ILE

1 D 17 LEU

1 D 17 ILE

1 D 17 LEU

1 D 17 ILE

1 D 17 LYS

1 D 17 VAL

1 D 17 LYS

1 D 17 ARG

1 D 17 LYS

1 D 17 ILE

1 D 17 VAL

1 D 17 ILE

1 D 17 THR
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1 D 17 ASN

1 D 17 TYR

1 D 17 LEU

1 D 17 ILE

1 D 17 ILE

1 D 17 VAL

1 D 17 PHE

1 D 17 PHE

1 D 17 ILE

1 D 17 PHE

1 D 17 PHE

1 D 17 THR

1 D 17 VAL

1 D 17 ARG

1 D 17 VAL

1 D 17 LEU

1 D 17 GLN

1 D 17 VAL

1 D 17 VAL

1 D 17 ILE

1 D 17 LEU

1 D 17 ILE

1 D 17 CYS
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1 D 17 GLU

1 D 17 ILE

1 D 17 MET

1 D 17 LYS

1 D 17 VAL

1 D 17 GLN

1 D 17 ILE

1 D 17 LEU

1 D 17 LEU

1 D 17 LYS

1 D 17 LYS

1 D 17 LEU

1 D 17 ARG

1 D 17 ILE

1 D 17 ASN

1 D 17 LYS

1 D 17 SER

1 D 17 PHE

1 D 17 ILE

1 D 17 GLU

1 D 17 ASN

1 D 17 ILE

1 D 17 VAL
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1 D 17 SER

1 D 17 ILE

1 D 17 ASP

1 D 17 ILE

1 D 17 LYS

1 D 17 SER

1 D 17 LYS

1 D 17 LEU

1 D 17 GLU

1 D 17 VAL

1 D 17 LEU

1 D 17 LEU

1 D 17 LEU

1 D 17 PRO

1 D 17 THR

1 D 17 LYS

1 D 17 CYS

1 D 17 LYS

1 D 17 SER

1 D 17 LYS

1 D 17 PHE

1 D 17 TYR

1 D 17 PHE
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1 D 17 ASP

1 D 17 PHE

1 D 17 LEU

1 D 17 ILE

1 D 17 ILE

1 D 17 SER

1 D 17 PRO

1 D 17 ILE

1 D 17 SER

1 D 17 ARG

1 D 18 ILE

1 D 18 LEU

1 D 18 ILE

1 D 18 LEU

1 D 18 ILE

1 D 18 LYS

1 D 18 VAL

1 D 18 LYS

1 D 18 ARG

1 D 18 LYS

1 D 18 ILE

1 D 18 VAL

1 D 18 ILE
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1 D 18 THR

1 D 18 ASN

1 D 18 TYR

1 D 18 LEU

1 D 18 ILE

1 D 18 ILE

1 D 18 VAL

1 D 18 PHE

1 D 18 PHE

1 D 18 ILE

1 D 18 PHE

1 D 18 PHE

1 D 18 THR

1 D 18 VAL

1 D 18 ARG

1 D 18 VAL

1 D 18 LEU

1 D 18 GLN

1 D 18 VAL

1 D 18 VAL

1 D 18 ILE

1 D 18 LEU

1 D 18 ILE
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1 D 18 CYS

1 D 18 GLU

1 D 18 ILE

1 D 18 MET

1 D 18 LYS

1 D 18 VAL

1 D 18 GLN

1 D 18 ILE

1 D 18 LEU

1 D 18 LEU

1 D 18 LYS

1 D 18 LYS

1 D 18 LEU

1 D 18 ARG

1 D 18 ILE

1 D 18 ASN

1 D 18 LYS

1 D 18 SER

1 D 18 PHE

1 D 18 ILE

1 D 18 GLU

1 D 18 ASN

1 D 18 ILE
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1 D 18 VAL

1 D 18 SER

1 D 18 ILE

1 D 18 ASP

1 D 18 ILE

1 D 18 LYS

1 D 18 SER

1 D 18 LYS

1 D 18 LEU

1 D 18 GLU

1 D 18 VAL

1 D 18 LEU

1 D 18 LEU

1 D 18 LEU

1 D 18 PRO

1 D 18 THR

1 D 18 LYS

1 D 18 CYS

1 D 18 LYS

1 D 18 SER

1 D 18 LYS

1 D 18 PHE

1 D 18 TYR
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1 D 18 PHE

1 D 18 ASP

1 D 18 PHE

1 D 18 LEU

1 D 18 ILE

1 D 18 ILE

1 D 18 SER

1 D 18 PRO

1 D 18 ILE

1 D 18 SER

1 D 18 ARG

1 D 19 ILE

1 D 19 LEU

1 D 19 ILE

1 D 19 LEU

1 D 19 ILE

1 D 19 LYS

1 D 19 VAL

1 D 19 LYS

1 D 19 ARG

1 D 19 LYS

1 D 19 ILE

1 D 19 VAL
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1 D 19 ILE

1 D 19 THR

1 D 19 ASN

1 D 19 TYR

1 D 19 LEU

1 D 19 ILE

1 D 19 ILE

1 D 19 VAL

1 D 19 PHE

1 D 19 PHE

1 D 19 ILE

1 D 19 PHE

1 D 19 PHE

1 D 19 THR

1 D 19 VAL

1 D 19 ARG

1 D 19 VAL

1 D 19 LEU

1 D 19 GLN

1 D 19 VAL

1 D 19 VAL

1 D 19 ILE

1 D 19 LEU
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1 D 19 ILE

1 D 19 CYS

1 D 19 GLU

1 D 19 ILE

1 D 19 MET

1 D 19 LYS

1 D 19 VAL

1 D 19 GLN

1 D 19 ILE

1 D 19 LEU

1 D 19 LEU

1 D 19 LYS

1 D 19 LYS

1 D 19 LEU

1 D 19 ARG

1 D 19 ILE

1 D 19 ASN

1 D 19 LYS

1 D 19 SER

1 D 19 PHE

1 D 19 ILE

1 D 19 GLU

1 D 19 ASN
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1 D 19 ILE

1 D 19 VAL

1 D 19 SER

1 D 19 ILE

1 D 19 ASP

1 D 19 ILE

1 D 19 LYS

1 D 19 SER

1 D 19 LYS

1 D 19 LEU

1 D 19 GLU

1 D 19 VAL

1 D 19 LEU

1 D 19 LEU

1 D 19 LEU

1 D 19 PRO

1 D 19 THR

1 D 19 LYS

1 D 19 CYS

1 D 19 LYS

1 D 19 SER

1 D 19 LYS

1 D 19 PHE
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1 D 19 TYR

1 D 19 PHE

1 D 19 ASP

1 D 19 PHE

1 D 19 LEU

1 D 19 ILE

1 D 19 ILE

1 D 19 SER

1 D 19 PRO

1 D 19 ILE

1 D 19 SER

1 D 19 ARG

1 D 20 ILE

1 D 20 LEU

1 D 20 ILE

1 D 20 LEU

1 D 20 ILE

1 D 20 LYS

1 D 20 VAL

1 D 20 LYS

1 D 20 ARG

1 D 20 LYS

1 D 20 ILE
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1 D 20 VAL

1 D 20 ILE

1 D 20 THR

1 D 20 ASN

1 D 20 TYR

1 D 20 LEU

1 D 20 ILE

1 D 20 ILE

1 D 20 VAL

1 D 20 PHE

1 D 20 PHE

1 D 20 ILE

1 D 20 PHE

1 D 20 PHE

1 D 20 THR

1 D 20 VAL

1 D 20 ARG

1 D 20 VAL

1 D 20 LEU

1 D 20 GLN

1 D 20 VAL

1 D 20 VAL

1 D 20 ILE
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1 D 20 LEU

1 D 20 ILE

1 D 20 CYS

1 D 20 GLU

1 D 20 ILE

1 D 20 MET

1 D 20 LYS

1 D 20 VAL

1 D 20 GLN

1 D 20 ILE

1 D 20 LEU

1 D 20 LEU

1 D 20 LYS

1 D 20 LYS

1 D 20 LEU

1 D 20 ARG

1 D 20 ILE

1 D 20 ASN

1 D 20 LYS

1 D 20 SER

1 D 20 PHE

1 D 20 ILE

1 D 20 GLU
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1 D 20 ASN

1 D 20 ILE

1 D 20 VAL

1 D 20 SER

1 D 20 ILE

1 D 20 ASP

1 D 20 ILE

1 D 20 LYS

1 D 20 SER

1 D 20 LYS

1 D 20 LEU

1 D 20 GLU

1 D 20 VAL

1 D 20 LEU

1 D 20 LEU

1 D 20 LEU

1 D 20 PRO

1 D 20 THR

1 D 20 LYS

1 D 20 CYS

1 D 20 LYS

1 D 20 SER

1 D 20 LYS
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1 D 20 PHE

1 D 20 TYR

1 D 20 PHE

1 D 20 ASP

1 D 20 PHE

1 D 20 LEU

1 D 20 ILE

1 D 20 ILE

1 D 20 SER

1 D 20 PRO

1 D 20 ILE

1 D 20 SER

1 D 20 ARG

1 D 21 ILE

1 D 21 LEU

1 D 21 ILE

1 D 21 LEU

1 D 21 ILE

1 D 21 LYS

1 D 21 VAL

1 D 21 LYS

1 D 21 ARG

1 D 21 LYS
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1 D 21 ILE

1 D 21 VAL

1 D 21 ILE

1 D 21 THR

1 D 21 ASN

1 D 21 TYR

1 D 21 LEU

1 D 21 ILE

1 D 21 ILE

1 D 21 VAL

1 D 21 PHE

1 D 21 PHE

1 D 21 ILE

1 D 21 PHE

1 D 21 PHE

1 D 21 THR

1 D 21 VAL

1 D 21 ARG

1 D 21 VAL

1 D 21 LEU

1 D 21 GLN

1 D 21 VAL

1 D 21 VAL
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1 D 21 ILE

1 D 21 LEU

1 D 21 ILE

1 D 21 CYS

1 D 21 GLU

1 D 21 ILE

1 D 21 MET

1 D 21 LYS

1 D 21 VAL

1 D 21 GLN

1 D 21 ILE

1 D 21 LEU

1 D 21 LEU

1 D 21 LYS

1 D 21 LYS

1 D 21 LEU

1 D 21 ARG

1 D 21 ILE

1 D 21 ASN

1 D 21 LYS

1 D 21 SER

1 D 21 PHE

1 D 21 ILE
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1 D 21 GLU

1 D 21 ASN

1 D 21 ILE

1 D 21 VAL

1 D 21 SER

1 D 21 ILE

1 D 21 ASP

1 D 21 ILE

1 D 21 LYS

1 D 21 SER

1 D 21 LYS

1 D 21 LEU

1 D 21 GLU

1 D 21 VAL

1 D 21 LEU

1 D 21 LEU

1 D 21 LEU

1 D 21 PRO

1 D 21 THR

1 D 21 LYS

1 D 21 CYS

1 D 21 LYS

1 D 21 SER
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1 D 21 LYS

1 D 21 PHE

1 D 21 TYR

1 D 21 PHE

1 D 21 ASP

1 D 21 PHE

1 D 21 LEU

1 D 21 ILE

1 D 21 ILE

1 D 21 SER

1 D 21 PRO

1 D 21 ILE

1 D 21 SER

1 D 21 ARG

1 D 22 ILE

1 D 22 LEU

1 D 22 ILE

1 D 22 LEU

1 D 22 ILE

1 D 22 LYS

1 D 22 VAL

1 D 22 LYS

1 D 22 ARG
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1 D 22 LYS

1 D 22 ILE

1 D 22 VAL

1 D 22 ILE

1 D 22 THR

1 D 22 ASN

1 D 22 TYR

1 D 22 LEU

1 D 22 ILE

1 D 22 ILE

1 D 22 VAL

1 D 22 PHE

1 D 22 PHE

1 D 22 ILE

1 D 22 PHE

1 D 22 PHE

1 D 22 THR

1 D 22 VAL

1 D 22 ARG

1 D 22 VAL

1 D 22 LEU

1 D 22 GLN

1 D 22 VAL
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1 D 22 VAL

1 D 22 ILE

1 D 22 LEU

1 D 22 ILE

1 D 22 CYS

1 D 22 GLU

1 D 22 ILE

1 D 22 MET

1 D 22 LYS

1 D 22 VAL

1 D 22 GLN

1 D 22 ILE

1 D 22 LEU

1 D 22 LEU

1 D 22 LYS

1 D 22 LYS

1 D 22 LEU

1 D 22 ARG

1 D 22 ILE

1 D 22 ASN

1 D 22 LYS

1 D 22 SER

1 D 22 PHE
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1 D 22 ILE

1 D 22 GLU

1 D 22 ASN

1 D 22 ILE

1 D 22 VAL

1 D 22 SER

1 D 22 ILE

1 D 22 ASP

1 D 22 ILE

1 D 22 LYS

1 D 22 SER

1 D 22 LYS

1 D 22 LEU

1 D 22 GLU

1 D 22 VAL

1 D 22 LEU

1 D 22 LEU

1 D 22 LEU

1 D 22 PRO

1 D 22 THR

1 D 22 LYS

1 D 22 CYS

1 D 22 LYS
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1 D 22 SER

1 D 22 LYS

1 D 22 PHE

1 D 22 TYR

1 D 22 PHE

1 D 22 ASP

1 D 22 PHE

1 D 22 LEU

1 D 22 ILE

1 D 22 ILE

1 D 22 SER

1 D 22 PRO

1 D 22 ILE

1 D 22 SER

1 D 22 ARG

1 D 23 ILE

1 D 23 LEU

1 D 23 ILE

1 D 23 LEU

1 D 23 ILE

1 D 23 LYS

1 D 23 VAL

1 D 23 LYS
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1 D 23 ARG

1 D 23 LYS

1 D 23 ILE

1 D 23 VAL

1 D 23 ILE

1 D 23 THR

1 D 23 ASN

1 D 23 TYR

1 D 23 LEU

1 D 23 ILE

1 D 23 ILE

1 D 23 VAL

1 D 23 PHE

1 D 23 PHE

1 D 23 ILE

1 D 23 PHE

1 D 23 PHE

1 D 23 THR

1 D 23 VAL

1 D 23 ARG

1 D 23 VAL

1 D 23 LEU

1 D 23 GLN
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1 D 23 VAL

1 D 23 VAL

1 D 23 ILE

1 D 23 LEU

1 D 23 ILE

1 D 23 CYS

1 D 23 GLU

1 D 23 ILE

1 D 23 MET

1 D 23 LYS

1 D 23 VAL

1 D 23 GLN

1 D 23 ILE

1 D 23 LEU

1 D 23 LEU

1 D 23 LYS

1 D 23 LYS

1 D 23 LEU

1 D 23 ARG

1 D 23 ILE

1 D 23 ASN

1 D 23 LYS

1 D 23 SER
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1 D 23 PHE

1 D 23 ILE

1 D 23 GLU

1 D 23 ASN

1 D 23 ILE

1 D 23 VAL

1 D 23 SER

1 D 23 ILE

1 D 23 ASP

1 D 23 ILE

1 D 23 LYS

1 D 23 SER

1 D 23 LYS

1 D 23 LEU

1 D 23 GLU

1 D 23 VAL

1 D 23 LEU

1 D 23 LEU

1 D 23 LEU

1 D 23 PRO

1 D 23 THR

1 D 23 LYS

1 D 23 CYS
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1 D 23 LYS

1 D 23 SER

1 D 23 LYS

1 D 23 PHE

1 D 23 TYR

1 D 23 PHE

1 D 23 ASP

1 D 23 PHE

1 D 23 LEU

1 D 23 ILE

1 D 23 ILE

1 D 23 SER

1 D 23 PRO

1 D 23 ILE

1 D 23 SER

1 D 23 ARG

1 D 24 ILE

1 D 24 LEU

1 D 24 ILE

1 D 24 LEU

1 D 24 ILE

1 D 24 LYS

1 D 24 VAL
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1 D 24 LYS

1 D 24 ARG

1 D 24 LYS

1 D 24 ILE

1 D 24 VAL

1 D 24 ILE

1 D 24 THR

1 D 24 ASN

1 D 24 TYR

1 D 24 LEU

1 D 24 ILE

1 D 24 ILE

1 D 24 VAL

1 D 24 PHE

1 D 24 PHE

1 D 24 ILE

1 D 24 PHE

1 D 24 PHE

1 D 24 THR

1 D 24 VAL

1 D 24 ARG

1 D 24 VAL

1 D 24 LEU
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1 D 24 GLN

1 D 24 VAL

1 D 24 VAL

1 D 24 ILE

1 D 24 LEU

1 D 24 ILE

1 D 24 CYS

1 D 24 GLU

1 D 24 ILE

1 D 24 MET

1 D 24 LYS

1 D 24 VAL

1 D 24 GLN

1 D 24 ILE

1 D 24 LEU

1 D 24 LEU

1 D 24 LYS

1 D 24 LYS

1 D 24 LEU

1 D 24 ARG

1 D 24 ILE

1 D 24 ASN

1 D 24 LYS
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1 D 24 SER

1 D 24 PHE

1 D 24 ILE

1 D 24 GLU

1 D 24 ASN

1 D 24 ILE

1 D 24 VAL

1 D 24 SER

1 D 24 ILE

1 D 24 ASP

1 D 24 ILE

1 D 24 LYS

1 D 24 SER

1 D 24 LYS

1 D 24 LEU

1 D 24 GLU

1 D 24 VAL

1 D 24 LEU

1 D 24 LEU

1 D 24 LEU

1 D 24 PRO

1 D 24 THR

1 D 24 LYS
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1 D 24 CYS

1 D 24 LYS

1 D 24 SER

1 D 24 LYS

1 D 24 PHE

1 D 24 TYR

1 D 24 PHE

1 D 24 ASP

1 D 24 PHE

1 D 24 LEU

1 D 24 ILE

1 D 24 ILE

1 D 24 SER

1 D 24 PRO

1 D 24 ILE

1 D 24 SER

1 D 24 ARG

1 D 25 ILE

1 D 25 LEU

1 D 25 ILE

1 D 25 LEU

1 D 25 ILE

1 D 25 LYS
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1 D 25 VAL

1 D 25 LYS

1 D 25 ARG

1 D 25 LYS

1 D 25 ILE

1 D 25 VAL

1 D 25 ILE

1 D 25 THR

1 D 25 ASN

1 D 25 TYR

1 D 25 LEU

1 D 25 ILE

1 D 25 ILE

1 D 25 VAL

1 D 25 PHE

1 D 25 PHE

1 D 25 ILE

1 D 25 PHE

1 D 25 PHE

1 D 25 THR

1 D 25 VAL

1 D 25 ARG

1 D 25 VAL
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1 D 25 LEU

1 D 25 GLN

1 D 25 VAL

1 D 25 VAL

1 D 25 ILE

1 D 25 LEU

1 D 25 ILE

1 D 25 CYS

1 D 25 GLU

1 D 25 ILE

1 D 25 MET

1 D 25 LYS

1 D 25 VAL

1 D 25 GLN

1 D 25 ILE

1 D 25 LEU

1 D 25 LEU

1 D 25 LYS

1 D 25 LYS

1 D 25 LEU

1 D 25 ARG

1 D 25 ILE

1 D 25 ASN
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1 D 25 LYS

1 D 25 SER

1 D 25 PHE

1 D 25 ILE

1 D 25 GLU

1 D 25 ASN

1 D 25 ILE

1 D 25 VAL

1 D 25 SER

1 D 25 ILE

1 D 25 ASP

1 D 25 ILE

1 D 25 LYS

1 D 25 SER

1 D 25 LYS

1 D 25 LEU

1 D 25 GLU

1 D 25 VAL

1 D 25 LEU

1 D 25 LEU

1 D 25 LEU

1 D 25 PRO

1 D 25 THR
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1 D 25 LYS

1 D 25 CYS

1 D 25 LYS

1 D 25 SER

1 D 25 LYS

1 D 25 PHE

1 D 25 TYR

1 D 25 PHE

1 D 25 ASP

1 D 25 PHE

1 D 25 LEU

1 D 25 ILE

1 D 25 ILE

1 D 25 SER

1 D 25 PRO

1 D 25 ILE

1 D 25 SER

1 D 25 ARG

1 D 26 ILE

1 D 26 LEU

1 D 26 ILE

1 D 26 LEU

1 D 26 ILE
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1 D 26 LYS

1 D 26 VAL

1 D 26 LYS

1 D 26 ARG

1 D 26 LYS

1 D 26 ILE

1 D 26 VAL

1 D 26 ILE

1 D 26 THR

1 D 26 ASN

1 D 26 TYR

1 D 26 LEU

1 D 26 ILE

1 D 26 ILE

1 D 26 VAL

1 D 26 PHE

1 D 26 PHE

1 D 26 ILE

1 D 26 PHE

1 D 26 PHE

1 D 26 THR

1 D 26 VAL

1 D 26 ARG
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1 D 26 VAL

1 D 26 LEU

1 D 26 GLN

1 D 26 VAL

1 D 26 VAL

1 D 26 ILE

1 D 26 LEU

1 D 26 ILE

1 D 26 CYS

1 D 26 GLU

1 D 26 ILE

1 D 26 MET

1 D 26 LYS

1 D 26 VAL

1 D 26 GLN

1 D 26 ILE

1 D 26 LEU

1 D 26 LEU

1 D 26 LYS

1 D 26 LYS

1 D 26 LEU

1 D 26 ARG

1 D 26 ILE
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1 D 26 ASN

1 D 26 LYS

1 D 26 SER

1 D 26 PHE

1 D 26 ILE

1 D 26 GLU

1 D 26 ASN

1 D 26 ILE

1 D 26 VAL

1 D 26 SER

1 D 26 ILE

1 D 26 ASP

1 D 26 ILE

1 D 26 LYS

1 D 26 SER

1 D 26 LYS

1 D 26 LEU

1 D 26 GLU

1 D 26 VAL

1 D 26 LEU

1 D 26 LEU

1 D 26 LEU

1 D 26 PRO
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1 D 26 THR

1 D 26 LYS

1 D 26 CYS

1 D 26 LYS

1 D 26 SER

1 D 26 LYS

1 D 26 PHE

1 D 26 TYR

1 D 26 PHE

1 D 26 ASP

1 D 26 PHE

1 D 26 LEU

1 D 26 ILE

1 D 26 ILE

1 D 26 SER

1 D 26 PRO

1 D 26 ILE

1 D 26 SER

1 D 26 ARG

1 D 27 ILE

1 D 27 LEU

1 D 27 ILE

1 D 27 LEU
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1 D 27 ILE

1 D 27 LYS

1 D 27 VAL

1 D 27 LYS

1 D 27 ARG

1 D 27 LYS

1 D 27 ILE

1 D 27 VAL

1 D 27 ILE

1 D 27 THR

1 D 27 ASN

1 D 27 TYR

1 D 27 LEU

1 D 27 ILE

1 D 27 ILE

1 D 27 VAL

1 D 27 PHE

1 D 27 PHE

1 D 27 ILE

1 D 27 PHE

1 D 27 PHE

1 D 27 THR

1 D 27 VAL
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1 D 27 ARG

1 D 27 VAL

1 D 27 LEU

1 D 27 GLN

1 D 27 VAL

1 D 27 VAL

1 D 27 ILE

1 D 27 LEU

1 D 27 ILE

1 D 27 CYS

1 D 27 GLU

1 D 27 ILE

1 D 27 MET

1 D 27 LYS

1 D 27 VAL

1 D 27 GLN

1 D 27 ILE

1 D 27 LEU

1 D 27 LEU

1 D 27 LYS

1 D 27 LYS

1 D 27 LEU

1 D 27 ARG
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1 D 27 ILE

1 D 27 ASN

1 D 27 LYS

1 D 27 SER

1 D 27 PHE

1 D 27 ILE

1 D 27 GLU

1 D 27 ASN

1 D 27 ILE

1 D 27 VAL

1 D 27 SER

1 D 27 ILE

1 D 27 ASP

1 D 27 ILE

1 D 27 LYS

1 D 27 SER

1 D 27 LYS

1 D 27 LEU

1 D 27 GLU

1 D 27 VAL

1 D 27 LEU

1 D 27 LEU

1 D 27 LEU
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1 D 27 PRO

1 D 27 THR

1 D 27 LYS

1 D 27 CYS

1 D 27 LYS

1 D 27 SER

1 D 27 LYS

1 D 27 PHE

1 D 27 TYR

1 D 27 PHE

1 D 27 ASP

1 D 27 PHE

1 D 27 LEU

1 D 27 ILE

1 D 27 ILE

1 D 27 SER

1 D 27 PRO

1 D 27 ILE

1 D 27 SER

1 D 27 ARG

1 D 28 ILE

1 D 28 LEU

1 D 28 ILE
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1 D 28 LEU

1 D 28 ILE

1 D 28 LYS

1 D 28 VAL

1 D 28 LYS

1 D 28 ARG

1 D 28 LYS

1 D 28 ILE

1 D 28 VAL

1 D 28 ILE

1 D 28 THR

1 D 28 ASN

1 D 28 TYR

1 D 28 LEU

1 D 28 ILE

1 D 28 ILE

1 D 28 VAL

1 D 28 PHE

1 D 28 PHE

1 D 28 ILE

1 D 28 PHE

1 D 28 PHE

1 D 28 THR
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1 D 28 VAL

1 D 28 ARG

1 D 28 VAL

1 D 28 LEU

1 D 28 GLN

1 D 28 VAL

1 D 28 VAL

1 D 28 ILE

1 D 28 LEU

1 D 28 ILE

1 D 28 CYS

1 D 28 GLU

1 D 28 ILE

1 D 28 MET

1 D 28 LYS

1 D 28 VAL

1 D 28 GLN

1 D 28 ILE

1 D 28 LEU

1 D 28 LEU

1 D 28 LYS

1 D 28 LYS

1 D 28 LEU
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1 D 28 ARG

1 D 28 ILE

1 D 28 ASN

1 D 28 LYS

1 D 28 SER

1 D 28 PHE

1 D 28 ILE

1 D 28 GLU

1 D 28 ASN

1 D 28 ILE

1 D 28 VAL

1 D 28 SER

1 D 28 ILE

1 D 28 ASP

1 D 28 ILE

1 D 28 LYS

1 D 28 SER

1 D 28 LYS

1 D 28 LEU

1 D 28 GLU

1 D 28 VAL

1 D 28 LEU

1 D 28 LEU
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1 D 28 LEU

1 D 28 PRO

1 D 28 THR

1 D 28 LYS

1 D 28 CYS

1 D 28 LYS

1 D 28 SER

1 D 28 LYS

1 D 28 PHE

1 D 28 TYR

1 D 28 PHE

1 D 28 ASP

1 D 28 PHE

1 D 28 LEU

1 D 28 ILE

1 D 28 ILE

1 D 28 SER

1 D 28 PRO

1 D 28 ILE

1 D 28 SER

1 D 28 ARG

1 D 29 ILE

1 D 29 LEU
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1 D 29 ILE

1 D 29 LEU

1 D 29 ILE

1 D 29 LYS

1 D 29 VAL

1 D 29 LYS

1 D 29 ARG

1 D 29 LYS

1 D 29 ILE

1 D 29 VAL

1 D 29 ILE

1 D 29 THR

1 D 29 ASN

1 D 29 TYR

1 D 29 LEU

1 D 29 ILE

1 D 29 ILE

1 D 29 VAL

1 D 29 PHE

1 D 29 PHE

1 D 29 ILE

1 D 29 PHE

1 D 29 PHE
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1 D 29 THR

1 D 29 VAL

1 D 29 ARG

1 D 29 VAL

1 D 29 LEU

1 D 29 GLN

1 D 29 VAL

1 D 29 VAL

1 D 29 ILE

1 D 29 LEU

1 D 29 ILE

1 D 29 CYS

1 D 29 GLU

1 D 29 ILE

1 D 29 MET

1 D 29 LYS

1 D 29 VAL

1 D 29 GLN

1 D 29 ILE

1 D 29 LEU

1 D 29 LEU

1 D 29 LYS

1 D 29 LYS
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1 D 29 LEU

1 D 29 ARG

1 D 29 ILE

1 D 29 ASN

1 D 29 LYS

1 D 29 SER

1 D 29 PHE

1 D 29 ILE

1 D 29 GLU

1 D 29 ASN

1 D 29 ILE

1 D 29 VAL

1 D 29 SER

1 D 29 ILE

1 D 29 ASP

1 D 29 ILE

1 D 29 LYS

1 D 29 SER

1 D 29 LYS

1 D 29 LEU

1 D 29 GLU

1 D 29 VAL

1 D 29 LEU
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1 D 29 LEU

1 D 29 LEU

1 D 29 PRO

1 D 29 THR

1 D 29 LYS

1 D 29 CYS

1 D 29 LYS

1 D 29 SER

1 D 29 LYS

1 D 29 PHE

1 D 29 TYR

1 D 29 PHE

1 D 29 ASP

1 D 29 PHE

1 D 29 LEU

1 D 29 ILE

1 D 29 ILE

1 D 29 SER

1 D 29 PRO

1 D 29 ILE

1 D 29 SER

1 D 29 ARG

1 D 30 ILE
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1 D 30 LEU

1 D 30 ILE

1 D 30 LEU

1 D 30 ILE

1 D 30 LYS

1 D 30 VAL

1 D 30 LYS

1 D 30 ARG

1 D 30 LYS

1 D 30 ILE

1 D 30 VAL

1 D 30 ILE

1 D 30 THR

1 D 30 ASN

1 D 30 TYR

1 D 30 LEU

1 D 30 ILE

1 D 30 ILE

1 D 30 VAL

1 D 30 PHE

1 D 30 PHE

1 D 30 ILE

1 D 30 PHE
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1 D 30 PHE

1 D 30 THR

1 D 30 VAL

1 D 30 ARG

1 D 30 VAL

1 D 30 LEU

1 D 30 GLN

1 D 30 VAL

1 D 30 VAL

1 D 30 ILE

1 D 30 LEU

1 D 30 ILE

1 D 30 CYS

1 D 30 GLU

1 D 30 ILE

1 D 30 MET

1 D 30 LYS

1 D 30 VAL

1 D 30 GLN

1 D 30 ILE

1 D 30 LEU

1 D 30 LEU

1 D 30 LYS
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1 D 30 LYS

1 D 30 LEU

1 D 30 ARG

1 D 30 ILE

1 D 30 ASN

1 D 30 LYS

1 D 30 SER

1 D 30 PHE

1 D 30 ILE

1 D 30 GLU

1 D 30 ASN

1 D 30 ILE

1 D 30 VAL

1 D 30 SER

1 D 30 ILE

1 D 30 ASP

1 D 30 ILE

1 D 30 LYS

1 D 30 SER

1 D 30 LYS

1 D 30 LEU

1 D 30 GLU

1 D 30 VAL
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1 D 30 LEU

1 D 30 LEU

1 D 30 LEU

1 D 30 PRO

1 D 30 THR

1 D 30 LYS

1 D 30 CYS

1 D 30 LYS

1 D 30 SER

1 D 30 LYS

1 D 30 PHE

1 D 30 TYR

1 D 30 PHE

1 D 30 ASP

1 D 30 PHE

1 D 30 LEU

1 D 30 ILE

1 D 30 ILE

1 D 30 SER

1 D 30 PRO

1 D 30 ILE

1 D 30 SER

1 D 30 ARG
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1 D 31 ILE

1 D 31 LEU

1 D 31 ILE

1 D 31 LEU

1 D 31 ILE

1 D 31 LYS

1 D 31 VAL

1 D 31 LYS

1 D 31 ARG

1 D 31 LYS

1 D 31 ILE

1 D 31 VAL

1 D 31 ILE

1 D 31 THR

1 D 31 ASN

1 D 31 TYR

1 D 31 LEU

1 D 31 ILE

1 D 31 ILE

1 D 31 VAL

1 D 31 PHE

1 D 31 PHE

1 D 31 ILE
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1 D 31 PHE

1 D 31 PHE

1 D 31 THR

1 D 31 VAL

1 D 31 ARG

1 D 31 VAL

1 D 31 LEU

1 D 31 GLN

1 D 31 VAL

1 D 31 VAL

1 D 31 ILE

1 D 31 LEU

1 D 31 ILE

1 D 31 CYS

1 D 31 GLU

1 D 31 ILE

1 D 31 MET

1 D 31 LYS

1 D 31 VAL

1 D 31 GLN

1 D 31 ILE

1 D 31 LEU

1 D 31 LEU
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1 D 31 LYS

1 D 31 LYS

1 D 31 LEU

1 D 31 ARG

1 D 31 ILE

1 D 31 ASN

1 D 31 LYS

1 D 31 SER

1 D 31 PHE

1 D 31 ILE

1 D 31 GLU

1 D 31 ASN

1 D 31 ILE

1 D 31 VAL

1 D 31 SER

1 D 31 ILE

1 D 31 ASP

1 D 31 ILE

1 D 31 LYS

1 D 31 SER

1 D 31 LYS

1 D 31 LEU

1 D 31 GLU
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1 D 31 VAL

1 D 31 LEU

1 D 31 LEU

1 D 31 LEU

1 D 31 PRO

1 D 31 THR

1 D 31 LYS

1 D 31 CYS

1 D 31 LYS

1 D 31 SER

1 D 31 LYS

1 D 31 PHE

1 D 31 TYR

1 D 31 PHE

1 D 31 ASP

1 D 31 PHE

1 D 31 LEU

1 D 31 ILE

1 D 31 ILE

1 D 31 SER

1 D 31 PRO

1 D 31 ILE

1 D 31 SER
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1 D 31 ARG

1 Y 21 LYS

1 Y 38 GLN

1 Y 190 GLN

1 Y 211 LEU

1 Y 219 LEU

1 Y 225 LEU

1 Y 235 ASN

1 Y 315 ASN

1 Y 576 ILE

1 Y 648 LEU

1 Y 689 LEU

1 Y 706 LEU

1 Y 713 LYS

1 Y 740 LEU

1 Y 793 LYS

1 Y 803 SER

1 Y1 21 LYS

1 Y1 38 GLN

1 Y1 190 GLN

1 Y1 211 LEU

1 Y1 219 LEU

1 Y1 225 LEU
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1 Y1 235 ASN

1 Y1 315 ASN

1 Y1 576 ILE

1 Y1 648 LEU

1 Y1 689 LEU

1 Y1 706 LEU

1 Y1 713 LYS

1 Y1 740 LEU

1 Y1 793 LYS

1 Y1 803 SER

1 Y2 21 LYS

1 Y2 38 GLN

1 Y2 190 GLN

1 Y2 211 LEU

1 Y2 219 LEU

1 Y2 225 LEU

1 Y2 235 ASN

1 Y2 315 ASN

1 Y2 576 ILE

1 Y2 648 LEU

1 Y2 689 LEU

1 Y2 706 LEU

1 Y2 713 LYS
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1 Y2 740 LEU

1 Y2 793 LYS

1 Y2 803 SER

1 Y3 21 LYS

1 Y3 38 GLN

1 Y3 190 GLN

1 Y3 211 LEU

1 Y3 219 LEU

1 Y3 225 LEU

1 Y3 235 ASN

1 Y3 315 ASN

1 Y3 576 ILE

1 Y3 648 LEU

1 Y3 689 LEU

1 Y3 706 LEU

1 Y3 713 LYS

1 Y3 740 LEU

1 Y3 793 LYS

1 Y3 803 SER

1 Y4 21 LYS

1 Y4 38 GLN

1 Y4 190 GLN

1 Y4 211 LEU
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1 Y4 219 LEU

1 Y4 225 LEU

1 Y4 235 ASN

1 Y4 315 ASN

1 Y4 576 ILE

1 Y4 648 LEU

1 Y4 689 LEU

1 Y4 706 LEU

1 Y4 713 LYS

1 Y4 740 LEU

1 Y4 793 LYS

1 Y4 803 SER

1 Y5 21 LYS

1 Y5 38 GLN

1 Y5 190 GLN

1 Y5 211 LEU

1 Y5 219 LEU

1 Y5 225 LEU

1 Y5 235 ASN

1 Y5 315 ASN

1 Y5 576 ILE

1 Y5 648 LEU

1 Y5 689 LEU
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1 Y5 706 LEU

1 Y5 713 LYS

1 Y5 740 LEU

1 Y5 793 LYS

1 Y5 803 SER

1 Y6 21 LYS

1 Y6 38 GLN

1 Y6 190 GLN

1 Y6 211 LEU

1 Y6 219 LEU

1 Y6 225 LEU

1 Y6 235 ASN

1 Y6 315 ASN

1 Y6 576 ILE

1 Y6 648 LEU

1 Y6 689 LEU

1 Y6 706 LEU

1 Y6 713 LYS

1 Y6 740 LEU

1 Y6 793 LYS

1 Y6 803 SER

1 Y7 21 LYS

1 Y7 38 GLN
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1 Y7 190 GLN

1 Y7 211 LEU

1 Y7 219 LEU

1 Y7 225 LEU

1 Y7 235 ASN

1 Y7 315 ASN

1 Y7 576 ILE

1 Y7 648 LEU

1 Y7 689 LEU

1 Y7 706 LEU

1 Y7 713 LYS

1 Y7 740 LEU

1 Y7 793 LYS

1 Y7 803 SER

1 Y8 21 LYS

1 Y8 38 GLN

1 Y8 190 GLN

1 Y8 211 LEU

1 Y8 219 LEU

1 Y8 225 LEU

1 Y8 235 ASN

1 Y8 315 ASN

1 Y8 576 ILE
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1 Y8 648 LEU

1 Y8 689 LEU

1 Y8 706 LEU

1 Y8 713 LYS

1 Y8 740 LEU

1 Y8 793 LYS

1 Y8 803 SER

1 Y9 21 LYS

1 Y9 38 GLN

1 Y9 190 GLN

1 Y9 211 LEU

1 Y9 219 LEU

1 Y9 225 LEU

1 Y9 235 ASN

1 Y9 315 ASN

1 Y9 576 ILE

1 Y9 648 LEU

1 Y9 689 LEU

1 Y9 706 LEU

1 Y9 713 LYS

1 Y9 740 LEU

1 Y9 793 LYS

1 Y9 803 SER
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1 Y 12 LYS

1 Y 12 GLN

1 Y 12 GLN

1 Y 12 LEU

1 Y 12 LEU

1 Y 12 LEU

1 Y 12 ASN

1 Y 12 ASN

1 Y 12 ILE

1 Y 12 LEU

1 Y 12 LEU

1 Y 12 LEU

1 Y 12 LYS

1 Y 12 LEU

1 Y 12 LYS

1 Y 12 SER

1 Y 13 LYS

1 Y 13 GLN

1 Y 13 GLN

1 Y 13 LEU

1 Y 13 LEU

1 Y 13 LEU

1 Y 13 ASN

Model ID Chain Residue ID Residue type

406 of 430

IM Structure Validation Report



1 Y 13 ASN

1 Y 13 ILE

1 Y 13 LEU

1 Y 13 LEU

1 Y 13 LEU

1 Y 13 LYS

1 Y 13 LEU

1 Y 13 LYS

1 Y 13 SER

1 Y 14 LYS

1 Y 14 GLN

1 Y 14 GLN

1 Y 14 LEU

1 Y 14 LEU

1 Y 14 LEU

1 Y 14 ASN

1 Y 14 ASN

1 Y 14 ILE

1 Y 14 LEU

1 Y 14 LEU

1 Y 14 LEU

1 Y 14 LYS

1 Y 14 LEU
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1 Y 14 LYS

1 Y 14 SER

1 Y 15 LYS

1 Y 15 GLN

1 Y 15 GLN

1 Y 15 LEU

1 Y 15 LEU

1 Y 15 LEU

1 Y 15 ASN

1 Y 15 ASN

1 Y 15 ILE

1 Y 15 LEU

1 Y 15 LEU

1 Y 15 LEU

1 Y 15 LYS

1 Y 15 LEU

1 Y 15 LYS

1 Y 15 SER

1 Y 16 LYS

1 Y 16 GLN

1 Y 16 GLN

1 Y 16 LEU

1 Y 16 LEU
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1 Y 16 LEU

1 Y 16 ASN

1 Y 16 ASN

1 Y 16 ILE

1 Y 16 LEU

1 Y 16 LEU

1 Y 16 LEU

1 Y 16 LYS

1 Y 16 LEU

1 Y 16 LYS

1 Y 16 SER

1 Y 17 LYS

1 Y 17 GLN

1 Y 17 GLN

1 Y 17 LEU

1 Y 17 LEU

1 Y 17 LEU

1 Y 17 ASN

1 Y 17 ASN

1 Y 17 ILE

1 Y 17 LEU

1 Y 17 LEU

1 Y 17 LEU
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1 Y 17 LYS

1 Y 17 LEU

1 Y 17 LYS

1 Y 17 SER

1 Y 18 LYS

1 Y 18 GLN

1 Y 18 GLN

1 Y 18 LEU

1 Y 18 LEU

1 Y 18 LEU

1 Y 18 ASN

1 Y 18 ASN

1 Y 18 ILE

1 Y 18 LEU

1 Y 18 LEU

1 Y 18 LEU

1 Y 18 LYS

1 Y 18 LEU

1 Y 18 LYS

1 Y 18 SER

1 Y 19 LYS

1 Y 19 GLN

1 Y 19 GLN
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1 Y 19 LEU

1 Y 19 LEU

1 Y 19 LEU

1 Y 19 ASN

1 Y 19 ASN

1 Y 19 ILE

1 Y 19 LEU

1 Y 19 LEU

1 Y 19 LEU

1 Y 19 LYS

1 Y 19 LEU

1 Y 19 LYS

1 Y 19 SER

1 Y 20 LYS

1 Y 20 GLN

1 Y 20 GLN

1 Y 20 LEU

1 Y 20 LEU

1 Y 20 LEU

1 Y 20 ASN

1 Y 20 ASN

1 Y 20 ILE

1 Y 20 LEU
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1 Y 20 LEU

1 Y 20 LEU

1 Y 20 LYS

1 Y 20 LEU

1 Y 20 LYS

1 Y 20 SER

1 Y 21 LYS

1 Y 21 GLN

1 Y 21 GLN

1 Y 21 LEU

1 Y 21 LEU

1 Y 21 LEU

1 Y 21 ASN

1 Y 21 ASN

1 Y 21 ILE

1 Y 21 LEU

1 Y 21 LEU

1 Y 21 LEU

1 Y 21 LYS

1 Y 21 LEU

1 Y 21 LYS

1 Y 21 SER

1 Y 22 LYS
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1 Y 22 GLN

1 Y 22 GLN

1 Y 22 LEU

1 Y 22 LEU

1 Y 22 LEU

1 Y 22 ASN

1 Y 22 ASN

1 Y 22 ILE

1 Y 22 LEU

1 Y 22 LEU

1 Y 22 LEU

1 Y 22 LYS

1 Y 22 LEU

1 Y 22 LYS

1 Y 22 SER

1 Y 23 LYS

1 Y 23 GLN

1 Y 23 GLN

1 Y 23 LEU

1 Y 23 LEU

1 Y 23 LEU

1 Y 23 ASN

1 Y 23 ASN
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1 Y 23 ILE

1 Y 23 LEU

1 Y 23 LEU

1 Y 23 LEU

1 Y 23 LYS

1 Y 23 LEU

1 Y 23 LYS

1 Y 23 SER

1 Y 24 LYS

1 Y 24 GLN

1 Y 24 GLN

1 Y 24 LEU

1 Y 24 LEU

1 Y 24 LEU

1 Y 24 ASN

1 Y 24 ASN

1 Y 24 ILE

1 Y 24 LEU

1 Y 24 LEU

1 Y 24 LEU

1 Y 24 LYS

1 Y 24 LEU

1 Y 24 LYS
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1 Y 24 SER

1 Y 25 LYS

1 Y 25 GLN

1 Y 25 GLN

1 Y 25 LEU

1 Y 25 LEU

1 Y 25 LEU

1 Y 25 ASN

1 Y 25 ASN

1 Y 25 ILE

1 Y 25 LEU

1 Y 25 LEU

1 Y 25 LEU

1 Y 25 LYS

1 Y 25 LEU

1 Y 25 LYS

1 Y 25 SER

1 Y 26 LYS

1 Y 26 GLN

1 Y 26 GLN

1 Y 26 LEU

1 Y 26 LEU

1 Y 26 LEU
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1 Y 26 ASN

1 Y 26 ASN

1 Y 26 ILE

1 Y 26 LEU

1 Y 26 LEU

1 Y 26 LEU

1 Y 26 LYS

1 Y 26 LEU

1 Y 26 LYS

1 Y 26 SER

1 Y 27 LYS

1 Y 27 GLN

1 Y 27 GLN

1 Y 27 LEU

1 Y 27 LEU

1 Y 27 LEU

1 Y 27 ASN

1 Y 27 ASN

1 Y 27 ILE

1 Y 27 LEU

1 Y 27 LEU

1 Y 27 LEU

1 Y 27 LYS
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1 Y 27 LEU

1 Y 27 LYS

1 Y 27 SER

1 Y 28 LYS

1 Y 28 GLN

1 Y 28 GLN

1 Y 28 LEU

1 Y 28 LEU

1 Y 28 LEU

1 Y 28 ASN

1 Y 28 ASN

1 Y 28 ILE

1 Y 28 LEU

1 Y 28 LEU

1 Y 28 LEU

1 Y 28 LYS

1 Y 28 LEU

1 Y 28 LYS

1 Y 28 SER

1 Y 29 LYS

1 Y 29 GLN

1 Y 29 GLN

1 Y 29 LEU
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1 Y 29 LEU

1 Y 29 LEU

1 Y 29 ASN

1 Y 29 ASN

1 Y 29 ILE

1 Y 29 LEU

1 Y 29 LEU

1 Y 29 LEU

1 Y 29 LYS

1 Y 29 LEU

1 Y 29 LYS

1 Y 29 SER

1 Y 30 LYS

1 Y 30 GLN

1 Y 30 GLN

1 Y 30 LEU

1 Y 30 LEU

1 Y 30 LEU

1 Y 30 ASN

1 Y 30 ASN

1 Y 30 ILE

1 Y 30 LEU

1 Y 30 LEU
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1 Y 30 LEU

1 Y 30 LYS

1 Y 30 LEU

1 Y 30 LYS

1 Y 30 SER

1 Y 31 LYS

1 Y 31 GLN

1 Y 31 GLN

1 Y 31 LEU

1 Y 31 LEU

1 Y 31 LEU

1 Y 31 ASN

1 Y 31 ASN

1 Y 31 ILE

1 Y 31 LEU

1 Y 31 LEU

1 Y 31 LEU

1 Y 31 LYS

1 Y 31 LEU

1 Y 31 LYS

1 Y 31 SER

1 J 520 ARG

1 J 543 THR

Model ID Chain Residue ID Residue type
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1 J 547 GLN

1 J1 520 ARG

1 J1 543 THR

1 J1 547 GLN

1 J2 520 ARG

1 J2 543 THR

1 J2 547 GLN

1 J3 520 ARG

1 J3 543 THR

1 J3 547 GLN

1 J4 520 ARG

1 J4 543 THR

1 J4 547 GLN

1 J5 520 ARG

1 J5 543 THR

1 J5 547 GLN

1 J6 520 ARG

1 J6 543 THR

1 J6 547 GLN

1 J7 520 ARG

1 J7 543 THR

1 J7 547 GLN

1 J8 520 ARG

Model ID Chain Residue ID Residue type

420 of 430

IM Structure Validation Report



1 J8 543 THR

1 J8 547 GLN

1 J9 520 ARG

1 J9 543 THR

1 J9 547 GLN

1 H 161 GLN

1 H 191 LEU

1 H 197 ASN

1 H 229 ARG

1 H 242 ILE

1 H 266 LEU

1 H 270 LYS

1 H 286 LYS

1 H 287 VAL

1 H 290 LEU

1 H 299 PRO

1 H 308 LEU

1 H1 161 GLN

1 H1 191 LEU

1 H1 197 ASN

1 H1 229 ARG

1 H1 242 ILE

1 H1 266 LEU

Model ID Chain Residue ID Residue type
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1 H1 270 LYS

1 H1 286 LYS

1 H1 287 VAL

1 H1 290 LEU

1 H1 308 LEU

1 H2 161 GLN

1 H2 191 LEU

1 H2 197 ASN

1 H2 229 ARG

1 H2 242 ILE

1 H2 266 LEU

1 H2 270 LYS

1 H2 286 LYS

1 H2 287 VAL

1 H2 290 LEU

1 H2 308 LEU

1 H3 161 GLN

1 H3 191 LEU

1 H3 197 ASN

1 H3 229 ARG

1 H3 242 ILE

1 H3 266 LEU

1 H3 270 LYS

Model ID Chain Residue ID Residue type
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1 H3 286 LYS

1 H3 287 VAL

1 H3 290 LEU

1 H3 299 PRO

1 H3 308 LEU

1 H4 161 GLN

1 H4 191 LEU

1 H4 197 ASN

1 H4 229 ARG

1 H4 242 ILE

1 H4 266 LEU

1 H4 270 LYS

1 H4 286 LYS

1 H4 287 VAL

1 H4 290 LEU

1 H4 299 PRO

1 H4 308 LEU

1 H5 161 GLN

1 H5 191 LEU

1 H5 197 ASN

1 H5 229 ARG

1 H5 242 ILE

1 H5 266 LEU

Model ID Chain Residue ID Residue type
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1 H5 270 LYS

1 H5 286 LYS

1 H5 287 VAL

1 H5 290 LEU

1 H5 299 PRO

1 H5 308 LEU

1 H6 161 GLN

1 H6 191 LEU

1 H6 197 ASN

1 H6 229 ARG

1 H6 242 ILE

1 H6 266 LEU

1 H6 270 LYS

1 H6 286 LYS

1 H6 287 VAL

1 H6 290 LEU

1 H6 299 PRO

1 H6 308 LEU

1 H7 161 GLN

1 H7 191 LEU

1 H7 197 ASN

1 H7 229 ARG

1 H7 242 ILE

Model ID Chain Residue ID Residue type
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1 H7 266 LEU

1 H7 270 LYS

1 H7 286 LYS

1 H7 287 VAL

1 H7 290 LEU

1 H7 299 PRO

1 H7 308 LEU

1 H8 161 GLN

1 H8 191 LEU

1 H8 197 ASN

1 H8 229 ARG

1 H8 242 ILE

1 H8 266 LEU

1 H8 270 LYS

1 H8 286 LYS

1 H8 287 VAL

1 H8 290 LEU

1 H8 299 PRO

1 H8 308 LEU

1 H9 161 GLN

1 H9 191 LEU

1 H9 197 ASN

1 H9 229 ARG

Model ID Chain Residue ID Residue type
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1 H9 242 ILE

1 H9 266 LEU

1 H9 270 LYS

1 H9 286 LYS

1 H9 287 VAL

1 H9 290 LEU

1 H9 299 PRO

1 H9 308 LEU

1 I 246 LEU

1 I 249 LEU

1 I 252 GLU

1 I 311 GLU

1 I 318 ILE

1 I 353 LYS

1 I 354 LYS

1 I 376 THR

1 I1 246 LEU

1 I1 249 LEU

1 I1 252 GLU

1 I1 311 GLU

1 I1 318 ILE

1 I1 353 LYS

1 I1 354 LYS

Model ID Chain Residue ID Residue type
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1 I1 376 THR

1 I2 246 LEU

1 I2 249 LEU

1 I2 252 GLU

1 I2 311 GLU

1 I2 318 ILE

1 I2 353 LYS

1 I2 354 LYS

1 I2 376 THR

1 I3 246 LEU

1 I3 249 LEU

1 I3 252 GLU

1 I3 311 GLU

1 I3 318 ILE

1 I3 353 LYS

1 I3 354 LYS

1 I3 376 THR

1 I4 246 LEU

1 I4 249 LEU

1 I4 252 GLU

1 I4 311 GLU

1 I4 318 ILE

1 I4 353 LYS

Model ID Chain Residue ID Residue type
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1 I4 354 LYS

1 I4 376 THR

1 I5 246 LEU

1 I5 249 LEU

1 I5 252 GLU

1 I5 311 GLU

1 I5 318 ILE

1 I5 353 LYS

1 I5 354 LYS

1 I5 376 THR

1 I6 246 LEU

1 I6 249 LEU

1 I6 252 GLU

1 I6 311 GLU

1 I6 318 ILE

1 I6 353 LYS

1 I6 354 LYS

1 I6 376 THR

1 I7 246 LEU

1 I7 249 LEU

1 I7 252 GLU

1 I7 311 GLU

1 I7 318 ILE

Model ID Chain Residue ID Residue type
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1 I7 353 LYS

1 I7 354 LYS

1 I7 376 THR

1 I8 246 LEU

1 I8 249 LEU

1 I8 252 GLU

1 I8 311 GLU

1 I8 318 ILE

1 I8 353 LYS

1 I8 354 LYS

1 I8 376 THR

1 I9 246 LEU

1 I9 249 LEU

1 I9 252 GLU

1 I9 311 GLU

1 I9 318 ILE

1 I9 353 LYS

1 I9 354 LYS

1 I9 376 THR

Model ID Chain Residue ID Residue type

Fit of model to data used for modeling 
3DEM volume

Validation for this section is under development.

?
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Fit of model to data used for validation 
Validation for this section is under development.

?
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